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Table 2 Up-regulated proteins

S RWORE BER(%) CHKBE. Mr(T/0O)  pI(T/O) AR Yrkh HAFFAS GO FUHS I+ Eh A

Spot No. Up (+)/down (-) SC (%) PM Protein name Species Acc. No. GO TAIR
I B ZEAH O 1 + 60.31 4 1421/1537  4.69/459 WshiEASASEA PG gi[351721630 5 41 o SR ZE
Cytoskeleton Profilin—2 Glycine max Regulating the cytoskeleton
related assembly
B A sz A 5% 2 + 96.85 9 13.63/17.69  5.17/4.65 FFEMIZEA 10 PN gi[22218276 X JR 1R YL N
Defense response PR10-like protein Glycine max Response to pathogen stress
related
MR ARG 14 + 37.65 6 27.40/31.73  6.45/5.68 20 kD 14> THEAR PN gi[356565676 MLk %
Photosynthesis 20 kD chaperonin Glycine max Chloroplast organisation
related
HENEWERARE 13 + 77.21 10 23.72/21.36  7.66/5.35 PUSEAS AL K& gi[356499598 5 A LM ACH T R
Synthesis of aromatic Pterin—4-alpha-carbinolam-  Glycine max Aromatic amino acid meta-
compounds related ine dehydratase 1-like 43 bolism process
VR s 16 + 45.18 10 32.92/32.74 5.59/591 Wi SECI13 WIFIEY) K& gi|356527095 £ [T IS H Al 43 ik
Secretory protein Protein SEC13 homolog Glycine max Protein transport and secr-
transport etion
DAz A 8 + 50.85 9 26.72/20.60  6.00/5.07 KINEH PN gi|356569974  ThALAK 40

Unknown protein

Uncharacterized protein
LOC100807863

Glycine max

Unknown protein




