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Table 1 The bioinformatic tools and website addresses referred in this study
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Items Softwares

AL T ProtParam: http://www.expasy.org/tools/protparam.html
Physicochemical Property

FeNGR K ProtScale: http://cn.Expasy.org /tools /protscale.html
Hydrophylic/Hydrophobic

55k SignalP 3.0 Server: http://www.Cbs.Dtu.dk/services/SignalP-3.0
Signal Peptide

5 JIES X YT TMHMM Server: http://www.cbs.dtu.dk/servicess TMHMM/
Transmembrane Domain Prediction

R hsega WOLFPSORT: http://psort.Hgc.jp

Subcellular Localization
PRSI InterProScan: http://www.ebi.ac.uk/Tools/services/web/toolform.ebi?tool=iprscan

Conserved Domain

IR AT PSIPRED: http://bioinf.cs.ucl.ac.uk/psipred/

Secondary Structure Prediction

3D g5 3D-JIGSAW: http://bmm.cancerresearchuk.org/~3djigsaw/
3D Homology Modeling

RERE D MRGAG5.10: http://www.megasoftware.net/

Phylogenetic Analysis




