# 2 = SSR ALY S
Lab2. The amplification parameters of SSR locus in Pinus yunnanensis

(A 519 FF 51 (5'03') BRI *Na Ne | Ho He Fst
Locus Primer sequence(5'to3") Annealing temp-
erature

PR118 F: ACGTCCAACGGTCAGCTTAG 52.1 10 354 16641 09082 0.7209 0.0222
R: TCAAATGGCTCCAATTAGCC

PtTX3091 F:GTGGCCACCTGCTTATT 48.0 5 240 10408 08981 05866 00113
R: AACCCTTCCTATGACTATGG

PtTX3122 F: AAATCAAAGCAGCTAGAAAGTGT 58.1 4 281 11785 07912 0.6476 0.1696
R: AATATGCCTGAGGTTGGTTAC

RPTestll F: AGGATGCCTATGATATGCGC 54.0 5 111 02621 0.0840 0.0979 0.0393
R: AACCATAACAAAAGCGGTCG

PTestl F: CGATGTCGATTAGGGATTGG 52.0 10 281 12543 03277 06472 04246
R: CCTGTTCTTCGTCGGATGTT

PtTX4001 F: CTATTTGAGTTAAGAAGGGAGTC 53.8 17 451 19429 07097 0.7826  0.0294
R: CTGTGGGTAGCATCATC

PtTX3011 F:AATTTGGGTGTATTTTTCTTAGA  50.1 4 273 11703 0.1918 0.6387 0.0437
R: AAAAGTTGAAGGAGTTGGTGATC

Mean 79 28 12161 05587 05888 01057

E: *Na: WEEEAFERE, Neo RSO FE %Y, He: HIBEAG Y, Ho: MEZ% 4 JE, 1:Shannon's 15 B A8 %, Fstutifh 731k R 4L
Notes: *Na: Number of observed alleles; Ne: Number of effective alleles; He: Expected heterozygosity; Ho: Observed heterozygosity;
Expected Heterozygosity; I: Shannon's information; Fst: Fixation index



