71 SRBSDV-S10 f1IIFG, |78, i/, = Fk RAIEL 2> Fijiviruses 3 2508 N F BEHLAL
Table 1 Comparison of SRBSDV-S10 and SRBSDV of HuNDC, GD, HaN, YN isolates and other related Fijiviruses

B SRR A B GenBank #3%5 4K (bp) GC & &%)  2HMK(aa) 5" 3 ORSY 7 90 A ELANF 51 3" I ORSY 7 91 A ELAMF 51
Virus (isolate) and its Accession No. in Complete length (G+C) (%) Length of coded 5'"URT 3'URT

genome segment GenBank (bp) product (aa)

SRRSDV-r-HUNDC 10337964 1797 35 56 557 AAGTTTTTTTCCTCATCCATA GGGGAAAGCAGCTGATGTC
SRBSDV-r-GD EU784840.1 1797 35.61 557 AAGTTTTTTTCCTCATCCATA GGGGAAAGCAGCTGATGTC
SRBSDV-r-HaN EU523360,1 1798 35.60 557 AAGTTTTTTTCCTCATCCATA GGGGAAATTCAGCTATTGTC
SRBSDV-m-YN HQ394212.1 1798 35.26 557 AAGTTTTTTTCCTCATCCATA GGGGAAATTCAGCTATTGTC
RBSDV S10 NC 003733.1 1 801 36.59 558 AAGTTTTTTTCCTCACCCATA GGGGAAATTCAGCTATTGTC
MRDV S10 L76560.1 1802 36.63 558 AAGTTTTTTTTCCTCACCCATA GGGGAAATGCAGCTATTGTC
MRCV S10 AY607586.1 1798 34.71 557 AAGTTTTTTTTCCTCACCCATA GGGGAAAAGCAGCTATTGTC
OSDV S8 ABO011025.1 1874 33.88 588 AACGAAAAAAAGGACAACA CCTTTTTTTTAGTC

FDV S10 NC 007162.1 1819 34.14 555 AAGTTTTTTAACCCTATATCACG GGGTTAACAGCAGATGTC
NLRYV S8 NC 003653.1 1802 35.29 562 AGTTTG CAACATGGTTACTAGTTGTC




