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Table 2 Pairwise comparisons of Nm (above diagonal) and Fst (below diagonal) between populations of A.podophylla based on
cpDNA atpB-rbcL noncoding sequences

i (Populations) LCH HSG ZHG
LCH 9.49 5.52
HSG 0.00000 6.64

ZHG 0.03448 0.02105




