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Table 1 Comparison of ZFNs, TALENs and CRISPR-Cas9
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Binding domain ZFP domain X CRISPR RNA or Small guide RNA
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sequence
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Design difficulty Moderate Easy Very easy

M 5 pi3 oy EHEES

Construction Difficult Easy Very easy

difficulty
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Cost High Moderate Low
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Efficiency low High High
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Multiplexing Difficult Difficult Easy
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RNA editing Incapable Incapable Capable
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Off-target rate High Low According to different species and sgRNA

structures




