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Table 1 Significant enrichment analysis of Go function of differential proteins

GO % H V&
Gene Ontology term Frequency
4 H 25 1%, I P T HE I 3
Cellular component Cytosol
41 if0 Bt 2
Cell wall
AR e A 2
External encapsulating structure
R 3 2
Cytosolic part
sl NAD" £ (735 K fidD 2
Molecular function NAD* synthase (glutamine-hydrolyzing) activity
3R TR AR 2
3-hydroxyisobutyrate dehydrogenase activity
NAD* A 2
NAD" synthase activity
MR AL 2
Sarcosine oxidase activity
ARG, 1EH Tk CH-NH, SAE N2 & 2
Oxidoreductase activity, acting on the CH-NH group of donors, oxygen as
acceptor
AL S5 il 26
Oxidoreductase activity
22 F R KT 4
Serine-type peptidase activity
22 TR T 4
Serine hydrolase activity
HRRES —RERA S 5
Flavin adenine dinucleotide binding
225 R I BE DI 3
Serine-type endopeptidase activity
3-FIL-2- UM T MR LM (2- PR L T AR #6 7%) 2
3-methyl-2-oxobutanoate dehydrogenase (2-methylpropanoyl-transferring)
activity
TEIL4e e A it SR 2
Acyl-CoA dehydrogenase activity
TR R T 2 0 R I L Bl (I PR ) 2
Phosphogluconate dehydrogenase (decarboxylating) activity
FALIE 5 B, 15 A Ttk CH-CH 5
Oxidoreductase activity, acting on the CH-CH group of donors
U T IS 3
Anion transmembrane transporter activity
AR SCRER LR ACHI AR 4
Biological process Branched-chain amino acid metabolic process
JHIE A% TR A BE AR 4
Nicotinamide nucleotide metabolic process
AT R HEFE 25
Oxidation-reduction process
LIRS AR AR HEAR 4
Oxidoreduction coenzyme metabolic process
MEIE R B A AR 4
Pyridine nucleotide metabolic process
B MERE AL A AR 4
Pyridine-containing compound metabolic process
SR PR R 2

Valine metabolic process




