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Table 1 the details of primer for R candidate genes

UTR) Gk ThReEr KIE SRt
number cDNA Function annotation ~ sources Primer sequence
length
Contigs52 &K pathogenesis-related A% Contigs52-F: 5-CTTCACGAAATGGCATTCAC-3'
protein 1 Contig552-R: 5'- GATTAATTACTTGGATGAAAC-3'

Contig1030 4=k protein TIFY 10A NS Contig1030-F: 5'- CTGGAAAGTATGTCCACCTCG-3'
Contig1030-R: 5'- CTATGCCTACAATTCGCTTTC-3'

Contig829 4k EF hand family protein A% Contig829-F: 5'- ACGGTATCAATGGGGAAAGATC-3'
Contig829-R: 5'- CACAATCGCCACAAATCACTT-3'

Contig534 &=k heat shock protein 90-L A% Contig534-F: 5'- ATCGATAATGGCGGATACAGAG-3'
Contig534-R: 5'- GTTTACCAAGGACCACTCATGAG-3'

CN845943 4k calmodulin 7 AN CN-F: 5'- GAAGGAATATATGGCGGATC-3'
CN-R: 5- GTAATCACTTGGCCATCATAA-3'

Contig622 4=k calmodulin AN Contig622-F: 5'- GATAGATATGGCGGATCAGCTCAC-3'
Contig622-R: 5'- GTAATCACTTGGCCATCATAAC-3'

Contig33s &K calmodulin i¥%  Contig335-F: 5- TAGATATGGCGGATCAGCTCAC -3'
Contig335-R: 5'- GTGGAGCTCATCACTTGGCCAT-3'

Contig27  #43/7%| heat shock protein 90 Pi¥:2%  Contig27-F: 5- GTAATGGCGGATACAGAG-3'
Contig27-R: 5- AGAAGTATCTCTGGTAACTG-3'

Contigl56  #B43)¥%1 protein TIFY 10A Hi¥EZS  Contigls6-F: 5'- AGTATGTCGAGTTCTTCGGAG-3'

Contigl56-R: 5- CTCTTATTGTTCAAATTTCAC-3'




