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Table 1 Nucleotide compositions of ITS-1 sequence in three populations of S. kneri

I T®%) C((%) A% G(@%) G+C (%) A+T (%) FAHKELI(E)
Population Sequence length and distribution (tail)

741bp 753bp 755bp 756bp 757bp 758 bp
JTD 17.9 39.5 9.3 33.3 72.8 27.2 9 17
WYD 17.9 39.5 9.3 334 72.9 27.2 6 26 1 2
BGD 18.0 39.5 9.3 33.2 72.7 27.3 1 87 1 1
&1t 18.0 39.5 9.3 333 72.8 27.3 1 102 43 1 2 2

VE: JTD: BRYCH- BORHRERREAR, WYD: SYLHT BORHRS{REK; BGD: LIk BORIRBIEEA; IR
Note: JTD: S. knerii in Tongren section of Jingjiang River; WYH: S. knerii in Yanhe section of Wujiang River; BGD: S. knerii in
Guanling section of Bei panjiang river; The same as follows



