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Table 1 Bioinformatics analysis result of sequences picked randomly from library

B P (bp) 5K ORF (bp) Al REI T RE ek
Name The length of sequence (bp) The largest ORF (bp)  Possible function Full length or not
No.l 963 360 ARG R A 2 1
Oxygen-increasing protein 2 No
No.2 550 417 e AR50 Z
Unknown function Ye
No.3 1029 402 ThEAR AN %
Unknown function No
No.4 882 261 SR K CAAX B [
Prenyl-based CAAX protease No
No5 1212 636 EAZ LR eERI s - 3f &
Eukaryotic translation inhibitor 3f Yes
No.6 872 606 KA E ABTRATE IR R E 6 g
Fasciclin-like arabinogalactan proteins 6 No
No.7 931 657 40S #bEfA R H S8 i
40S ribosomal protein S8 No
No.8 1028 615 BEEH =
Hypothetical protein Yes
No.9 839 462 AL R 8 A ik &
Isomers of peanut allergens 8 Yes
Nol0 754 552 IhEEARHN %
Unknown function No
No.11 716 426 ThREAR AN A
Unknown function Yes
No.12 878 621 AT 4 S R EL 75
Ubiquitin activating enzyme E1 No
No.13 1073 411 R B AR A S B R AT i
Binding lectin precursor of mannose/ glucose No
No.14 1024 750 Bl G E A &
Luminal binding protein Ye
No.15 887 429 itk R PR Tl T
Dehydration response factor binding protein ~ No
No.16 893 621 60S 1% ¥ A 1 L13a P
60S ribosomal protein L13a Yes
No.17 981 447 Kunitz 7B 8 11 i EE 1R 57 &
Kunitz trypsin inhibitor No
No.18 966 870 SRR EA 1 P
Embedded membrane protein 1 Ye
No.19 743 165 kAT bZIP11 1
Transcription factor bZIP11 No
No.20 832 420 KB 1 K
High mobility protein 1 Yes
No.21 909 546 60S 1% ¥ 1A 1 L10 i
60S ribosomal protein L10 No
No.22 903 309 Mgk DNA 45455 b
Double-stranded DNA binding protein Yes




