# 2 TEY VACVase-like £ [ 115 i 45 14 T
Table 2 Transmembrane domain prediction of the VACVase-like protein from plants

Y% (Species) a5 (Accession B HIZ e A Number & 53{H (Score)
Number) Of Transmembrane
Helix
B R (Ricinus XP_002518915 4 4157
communis)
# JI\(Cucumis XP_004143839 4 4308
sativus)
i %) (Mitis XP_002279898 4 4605
vinifera)
CIEIE) EQY 23882 4 4963
(Theobroma
cacao)
EBRY XP_002304581 4 4551
(Populus
trichocarp a)
M (Prunus EMJ10313 4 4743
persica)
i (Fragaria XP_004309537 4 4533
vesca)
K E.(Glycine XP_003535395 4 4141
max)
[ . (Cicer X P_004495509 5 4879
arietinum)
75 i (Solanum XP_004244657 3 3732
lycopersicum)
XP_004245454 4 4270
I NP_194145 4 4021
(Arabidopsis
thaliana)
AT1G64670 3 3603
it I (cucumis MELO3C005787P1 4 4301
melo)
MELO3C009679P1 3 4120




