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Table 7 Characteristics of the twenty-five microsatellite primers’ sequences

RERGLS 5T AI(5°-3) TR K N IR KR BT RIS-3Y) FOthRE (eEiae)
Locus Primer sequence (5°-3”) (bp) JE('C)  Joint sequence (5°-3°) Fluorescence  Accession
Production Tm labeling number
size (bp) ('C)

LT6 F:AAAGCAGGGGAGAGAACAGC  145-190 63.1 CAGGAACTCAGTGTGACACTC HEX DQ371923
R:CATGGTCTAGGCAGTGCTGA

LT7 F:ACGCAGGACCAAGAGTGAGG  142-176 62.1 CGACAGACAGTAAGGTCTCTG TAMRA HMO068084
R: TGTGCCACTCCCCGTATTGT

LT8 F:AGTGAACCTTGCACATCCCAG  176-216 61.4 CAGGAACTCAGTGTGACACTC HEX DQ371914
R:TCCAGTGAAGGTTCCAGACA

LT9 F:ACCAGTCAGGAAAGTTGACAC 190-244 63.5 CACGACGTTGTAAAACGAC ROX FJ889059
R:GCCAGTTTACCAAGAGATGGA

LT38 F:GGAATAAGGGAAGTCAGAGG  240-300 56 CAGGAACTCAGTGTGACACTC HEX HQ207559
R:CAAAGGATACCATCACCAAA

LT40 F: TTACTGTCAAGTGCTGTCCC 234-309 55.3 CAGGAACTCAGTGTGACACTC HEX HQ207553
R:AGCGAATCCATAATCCTGTT

LT42 F:CGAAGGTGAAAAAAGGTGTT  183-249 56.7 AGCTCGACCAGTGAGTCAG FAM HQ207555
R:ATGTTTGTTTGCTGGGAAGG

LT46 FATTTTTTTGGCATCCTTGTA 235-304 57.3 CAGGAACTCAGTGTGACACTC HEX HQ207560
R:CTCTTTCCGTCTGTCTTTTT

LT47 F:GGACAACATCCCAGTGAAATG  240-300 55.8 CAGGAACTCAGTGTGACACTC HEX HQ207561
R:CCAATCCCCAAAGAAGGTAA

LT48 F:TAGTCCTTTATTGAACCCTG 286-358 57.3 CGACAGACAGTAAGGTCTCTG TAMRA HQ207562
R:CTTGAAAGAGCATCTCCATA

LT49 F: TAAAGTGAGGCTAGAGAAG 299-452 57.3 CAGGAACTCAGTGTGACACTC HEX /
R:AAAAAATGAGTGAGTGATG

LT60 F:CCCCAAGAAGGAAGACTATT 259-393 575 AGCTCGACCAGTGAGTCAG FAM HQ207554
R:ATTTGAGAGGAAGCACAG

LT61 F:TGCTGTCCCCCTCTTTTGATT 182-258 60.7 CGACAGACAGTAAGGTCTCTG TAMRA HQ207553
R:AGCAGACAGAAGTATCCCCAA

LT64 F:ATTCCTCTTGAACGCACTCT 149-267 55.5 CAGGAACTCAGTGTGACACTC HEX HQ207550
R:GGGAACGCATAATGGTAAT

LT70 F:CTTGAAAAAACGGACTTAC 140-242 56.6 CAGGAACTCAGTGTGACACTC HEX HQ207543
R:AATGTCCACGGAGTGTCTAT

LT79 F: TAACAAGCAGGACCAAGAG 146-177 58.3 AGCTCGACCAGTGAGTCAG FAM /
R: TGTGCCATTCCCCGTATT

LTF1 F:GTGGGTGTTTGGTCAAGGAT 86-125 63 CAGGAACTCAGTGTGACACTC HEX /
R:CTTCCACACACACAACCCTG

LTF42 F:-TGCTCGCATTGTCTTCAGTC 246-274 63 CAGGAACTCAGTGTGACACTC HEX /
R:AACCCCAAACACATCCTTGA

LTF56 F-TGCTGTGCTGTATCCCAGAG 274-284 63 CAGGAACTCAGTGTGACACTC HEX /
R:GGATTACCAGGGTTAGGGCT

LTF68 F:GCAACACGCCACATTTACTG 225-278 63 CAGGAACTCAGTGTGACACTC HEX /
R:CGATGAGAGCATCCTGAACA

LTH18 F:CAGACCCAACAACCCAATCT 253-293 63 CAGGAACTCAGTGTGACACTC HEX /
R:TGAAAGCACACCACCCAGTA

LTH30 F:AGAAGAGAGGGGGTGAGAGC 273-302 63 CAGGAACTCAGTGTGACACTC HEX /
R:GCGTGTGACTTCCTCTGTCA

H61 F:ACCCCTCACAGCATTGTTTC 208-255 63 CAGGAACTCAGTGTGACACTC HEX /
R:GGTTGCAAGGAGTCCCACTA

LTH101 F:CGCTCTGCTTTTGTTTTTCC 171-293 63 CAGGAACTCAGTGTGACACTC HEX /
R:CGGTGTGTGCAAAGACTAGG

LTR87 F:AAGCTCCAGGAACTGTGCAT 189-293 63 CAGGAACTCAGTGTGACACTC HEX /

R:TCCTTCAGCCACATTCAGTG
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