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Table 1 LTR retrotransposon sequences in tomato genome

SEHETCAF ANTEEETCAT Solo Juff J i A
Intact element Truncated element Solo element Fragment Total
L APIRES 1410 / / / 1410
LTR_STRUC
N WIRFS 676 9408 3542 / 13 626
Homologous
A 2086 9408 3542 / 15036
Total
SEEIR /N (bp) 7605 7026 1171 / /
Average size (bp)
SIREH(MDb) 15.83 66.10 4.15 284.04 370.12
Total size(Mb)
2 IR 401 LE 451 (%) 2.03 8.46 0.53 36.19 47.21

Genome ratio (%)




