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Table 1 Informative parameters of the four DNA regions

psbA-trmH rbcL trnL-F GBSSI
KVl (bp) 396~459 697~722 919~954 652~749
Length range (bp)
HEFI S (bp) 469 732 976 759
Aligned length (bp)
A% A R(%) 6 (1.28%) 1(0.14%) 9 (0.92%) 53 (6.98%)
No. of variable sites (%)
13 BA755.(%) 6 (1.28%) 1(0.14%) 1 (0.10%) 21 (2.77%)

No. of parsimony informative sites (%)




