F1 A8A-HAUL T S Al 154N SSRERICAT £ 1) 2 A5
Table 1 Polymorphism of 15 SSR markers among the 48 local capsicum varieties

F5  SSRAxid FE sl Yeta ik S ik ZHEEE  AdR
No.  SSR marker The sequence of primer Chromosome  [A%% PIC 5l 2%
Allele Mi

1 Hpms1-139 F:CCAACAGTAGGACCCGAAAATCC 1 4 0.64 2.56
R:ATGAAGGCTACTGCTGCGATCC

2 BM64867 F.- TCTGGGAATTTTGGAACTGC 2 3 0.53 1.59
R:TCCAGTTTTGATCATCTCCAAC

3 CAb514272 F-TTCTCATGTTGACTCCCAAG 2 3 0.56 1.68
R:TCCATCTTTATCAGCTGGCCT

4 BM61910 F:ATTGTGATAGCAACCCCTGG 3 2 0.5 1
R:CACAGATGAGGGCACAAATG

5 Hpms1-69 F.CGGTGGCATGTAGTTTCTGGAG 4 4 0.61 2.44
R:AAGACATGAAATCCACAAGTTTTC

6 CB164897 F:GGGACGTATTTTCGAAGAGG 5 2 0.44 0.88
R:CTTCGCCTTGTTGACTAGGG

7 CA524065 F-TCTCTCTCTACATCTCTCCGTTG 5 2 0.47 0.94
R:TGTCGTTCGTCGACGTACTC

8 CAb25274 F-TTCTCATGTTGACTCCCAAG 7 3 0.60 1.8
R:TCCATCTTTATCAGCTGGCCT

9 Hpms1-43 F:AACCAGCAATCCCATGAAAACC 8 3 0.50 15
R:GGGCTTTGGGGAGAATAGTGTG

10 Hpms1-155 F:ACGAGGCCCAAGCTGTTATGTC 8 2 0.49 0.98
R:TTGTCCCGACTCTCCATTGACC

11 Hpms1-3 F-TGGGAAATAGGATGCGCTAAACC 9 2 0.46 0.92
R:AACTTTAAGACTCAAAATCCATAACC

12 CA516439 F:GACAGTCTTTCAAGAACTAGAGAGAG 10 4 0.60 2.4
R:TGGAGCAAACACAGCAGAAC

13 Hpms2-21 FTTTTTCAATTGATGCATGACCGATA 10 3 0.64 1.92
R:CATGTCATTTTGTCATTGATTTGG

14 33CA525390 F.:GGAAACTAAACACACTTTCTCTCTC 11 2 0.50 1
R:ACTGGACGCCAGTTTGATTC

15 CA519548 FTTTCTTCTCTGGCCCTTTTG 11 3 0.50 15

R:GGTTTCTCGATGTGAGGGTTGGTCTTG




