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Table 2 Polymorphism of loci PCR amplified with 11 pairs of SRAP primers among the 48 local capsicum varieties

e SIMAE 51 31(5-3) SRSk ZEMERE NREGIES it

No. Primer pair Sequence of primer (5'-3) Allele PIC Ml

1 me4+em6 M: TGAGTCCAAACCGGACC 9 0.88 7.92
E: GACTGCGTACGAATTGCA

2 me5+em6 M: TGAGTCCAAACCGGAAG 6 0.82 4.92
E: GACTGCGTACGAATTGCA

3 me3+em3 M: TGAGTCCAAACCGGAAT 5 0.78 3.90
E: GACTGCGTACGAATTGAC

4 mel+em3 M: TGAGTCCAAACCGGATA 6 0.85 5.10
E: GACTGCGTACGAATTGAC

5 mel+em6 M: TGAGTCCAAACCGGATA 7 0.84 5.88
E: GACTGCGTACGAATTGCA

6 me5+em7 M: TGAGTCCAAACCGGAAG 6 0.80 4.8
E: GACTGCGTACGAATTGAG

7 me2+em8 M: TGAGTCCAAACCGGAGC 11 0.87 9.57
E: GACTGCGTACGAATTGCC

8 mel +em7 M: TGAGTCCAAACCGGATA 17 0.93 15.81
E: GACTGCGTACGAATTGAG

9 me2+em7 M: TGAGTCCAAACCGGAGC 10 0.84 8.40
E: GACTGCGTACGAATTGAG

10 me5+em8 M: TGAGTCCAAACCGGAAG 14 0.92 12.88
E: GACTGCGTACGAATTGCC

11 Me7+em5 M: TGAGTCCAAACCGGAAG 5 0.77 3.85
E: GACTGCGTACGAATTGAG




