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Table 3 SSR primer pairs and their sequences marked gene or
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Markers Forward primer sequences Reverse primer sequences Map distance (cM)

ENA21 GAGTGTTTGGAGCAGATGA GGAGACTTTGCCTTTGTGT 254

sau(N)033 GCCAGATACGTTGCAGGTTT TTGACATACCTGCATACTCAAAAGA 24.4
TGGGGTGATTAAGTGGTCAA 16

sau(C)586 AGGCTGCTGTCTCTCTCTCG




