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Table 2 The genetic identity and genetic distances of 24 individuals of Syrmaticus humiae based on RAPD data

D 1 2 3 4 5 6 7 8 9 10 1 12 13 14 15 16 17 18 19 20 21 22 23 24

1 Hhkx 0.7731 0.7479 0.7983 0.7479 0.7227 0.6218 0.7479 0.7227 0.7227 0.7143 0.7059 0.7311 0.7563 0.7395 0.7815 0.7059 0.6975 0.7143 0.6975 0.7563 0.7563 0.7899 0.7815
2 0.2269 ol 0.7395 0.7899 0.7395 0.7479 0.6303 0.7059 0.7647 0.7815 0.7227 0.7479 0.6891 0.7647 0.7311 0.7563 0.7143 0.6218 0.7059 0.7731 0.7479 0.7647 0.7311 0.7059
3 0.2521 0.2605 hx 0.8151 0.6975 0.7731 0.6050 0.7815 0.7395 0.7899 0.7479 0.7227 0.6303 0.7059 0.7395 0.7815 0.7059 0.6471 0.7311 0.7143 0.7899 0.6891 0.7563 0.7311
4 0.2017 0.2101 0.1849 ol 0.7479 0.7395 0.6218 0.6807 0.7731 0.7731 0.7647 0.7227 0.7143 0.7059 0.7563 0.7311 0.6723 0.6134 0.6975 0.7815 0.7731 0.7563 0.7395 0.7311
5 0.2521 0.2605 0.3025 0.2521 ol 0.6723 0.5714 0.6471 0.7059 0.7227 0.7983 0.6891 0.7311 0.7059 0.7899 0.7311 0.6555 0.5798 0.7143 0.6975 0.7059 0.7227 0.7059 0.7479
6 0.2773 0.2521 0.2269 0.2605 0.3277 hx 0.6471 0.8067 0.7983 0.7647 0.7227 0.6807 0.7227 0.7815 0.6471 0.7563 0.7815 0.7059 0.7227 0.7059 0.7647 0.6639 0.6975 0.7059
7 0.3782 0.3697 0.3950 0.3782 0.4286 0.3529 il 0.6218 0.6639 0.5966 0.5546 0.5630 0.5882 0.6303 0.5462 0.6050 0.6639 0.6555 0.5882 0.5882 0.5126 0.5798 0.6134 0.6050
8 0.2521 0.2941 0.2185 0.3193 0.3529 0.1933 0.3782 ol 0.7731 0.7899 0.7479 0.7227 0.6807 0.7227 0.6555 0.7647 0.7395 0.7311 0.6975 0.6975 0.7563 0.7059 0.7059 0.7143
9 0.2773 0.2353 0.2605 0.2269 0.2941 0.2017 0.3361 0.2269 ol 0.7983 0.7731 0.7311 0.7395 0.7647 0.6807 0.8067 0.7479 0.7227 0.6891 0.7731 0.7311 0.7311 0.6975 0.7899
10 02773 0.2185 0.2101 0.2269 0.2773 0.2353 0.4034 0.2101 0.2017 ol 0.8403 0.7647 0.7227 0.7479 0.7143 0.7899 0.6975 0.6891 0.7059 0.7731 0.7647 0.7311 0.7479 0.7395
11 0.2857 0.2773 0.2521 0.2353 0.2017 0.2773 0.4454 0.2521 0.2269 0.1597" Fhkx 0.7731 0.7647 0.7059 0.7395 0.7815 0.6555 0.6471 0.6471 0.7647 0.7563 0.7059 0.7395 0.7983
12 02941 0.2521 0.2773 0.2773 0.3109 0.3193 0.4370 0.2773 0.2689 0.2353 0.2269 Hhrx 0.7395 0.7311 0.6975 0.7731 0.6807 0.6387 0.7227 0.7899 0.7983 0.7479 0.6975 0.7563
13 0.2689 0.3109 0.3697 0.2857 0.2689 0.2773 0.4118 0.3193 0.2605 0.2773 0.2353 0.2605 ol 0.7899 0.6891 0.7647 0.7059 0.7143 0.7311 0.7311 0.7059 0.6891 0.6555 0.7311
14 0.2437 0.2353 0.2941 0.2941 0.2941 0.2185 0.3697 0.2773 0.2353 0.2521 0.2941 0.2689 0.2101 ol 0.6639 0.7563 0.7983 0.7395 0.7563 0.7563 0.7143 0.7311 0.6471 0.6891
15 0.2605 0.2689 0.2605 0.2437 0.2101 0.3529 0.4538 0.3445 0.3193 0.2857 0.2605 0.3025 0.3109 0.3361 ol 0.7395 0.6639 0.5714 0.6891 0.7059 0.7815 0.7143 0.7815 0.7395
16 0.2185 0.2437 0.2185 0.2689 0.2689 0.2437 0.3950 0.2353 0.1933 0.2101 0.2185 0.2269 0.2353 0.2437 0.2605 Fehkx 0.7563 0.7143 0.7647 0.7311 0.8067 0.7227 0.7563 0.8151
17 0.2941 0.2857 0.2941 0.3277 0.3445 0.2185 0.3361 0.2605 0.2521 0.3025 0.3445 0.3193 0.2941 0.2017 0.3361 0.2437 Fhkx 0.7563 0.7731 0.6723 0.6975 0.7815 0.6807 0.6891
18 0.3025 0.3782 0.3529 0.3866 0.4202 0.2941 0.3445 0.2689 0.2773 0.3109 0.3529 0.3613 0.2857 0.2605 0.4286 0.2857 0.2437 ok 0.7311 0.6303 0.6555 0.6723 0.6387 0.6807
19 0.2857 0.2941 0.2689 0.3025 0.2857 0.2773 0.4118 0.3025 0.3109 0.2941 0.3529 0.2773 0.2689 0.2437 0.3109 0.2353 0.2269 0.2689 ol 0.6807 0.7395 0.6723 0.6723 0.6807
20 0.3025 0.2269 0.2857 0.2185 0.3025 0.2941 0.4118 0.3025 0.2269 0.2269 0.2353 0.2101 0.2689 0.2437 0.2941 0.2689 0.3277 0.3697 0.3193 ol 0.7731 0.7227 0.7059 0.7311
21 0.2437 0.2521 0.2101 0.2269 0.2941 0.2353 0.4874 0.2437 0.2689 0.2353 0.2437 0.2017 0.2941 0.2857 0.2185 0.1933 0.3025 0.3445 0.2605 0.2269 ol 0.7479 0.7479 0.7731
22 0.2437 0.2353 0.3109 0.2437 0.2773 0.3361 0.4202 0.2941 0.2689 0.2689 0.2941 0.2521 0.3109 0.2689 0.2857 0.2773 0.2185 0.3277 0.3277 0.2773 0.2521 Fhkx 0.7647 0.7395
23 02101 0.2689 0.2437 0.2605 0.2941 0.3025 0.3866 0.2941 0.3025 0.2521 0.2605 0.3025 0.3445 0.3529 0.2185 0.2437 0.3193 0.3613 0.3277 0.2941 0.2521 0.2353 Fhkx 0.8067
24 0.2185 0.2941 0.2689 0.2689 0.2521 0.2941 0.3950 0.2857 0.2101 0.2605 0.2017 0.2437 0.2689 0.3109 0.2605 0.1849 0.3109 0.3193 0.3193 0.2689 0.2269 0.2605 0.1933 e

e

£ BRI R R(L); BEHEB(T)

Note: Genetic identity (above diagonal) and genetic distance (below diagonal)



