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Table 1 Analysis of rare codons translated in £. coli from HA gene (critical frequency: 1%)

230N BHERFIIRN BT HL AR <1%KM EHHHE<028% A B C
Gene Size of amino Codon number %14 TIFEA 05 T4
acid sequence Codon number with Codon number with
frequency<: 1% frequency<<0.28%
HA ORF 567 567 156 23 0.175  0.377  -0.090
HA ORF
HA fiJ5iRAL 244 244 70 9 0.177  0.374  -0.098
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Note: Codon frequency corresponds to the expression of exotic gene; Less frequency means that the exotic gene difficultly translated
in Escherichia coli; A: Codon adaptation index (CAl); B: Frequency of optimal codons index (FOP); C: Codon bias index (CBI); A,B:
The range for the index of CAI and FOP is between 0~1; The increasing of CAI and FOP means that the codons tend to Escherichia
coli bias; The codons would be adapted to the bias of Escherichia coli when the index reaches 1; C: The codon bias increass followed
by the index of CBI; The codon would be adapted to the bias of Escherichia coli when the index reaches 1; The minus CBI means
that the frequency of optical codon is less than the average




