
表 3重测序深度及基因组覆盖度统计

Table 3 Statistics of sequencing depth and coverage

样本

Sample

K326

Beinhart

M1-19

R1-19

比对条数

Mapped reads

324 912 310

265 943 761

635 621 372

636 404 620

总条数

Total reads

328 057 320

269 917 272

640 911 050

641 374 440

比对率(%)

Mapping rate (%)

99.04

98.53

99.17

99.23

平均测序深度

Average depth (X)

10.63

9.16

17.9

17.66

1X覆盖度(%)

Coverage 1X (%)

97.94

98.16

99.4

99.4

4X覆盖度(%)

Coverage 4X (%)

88.97

89.78

98.17

98.14


