Pt-SCL6 A

1

AGAAAGAGAAACAGAGAGAAACCCACCGAAAAGAACCTGCATCGAAACTCATCTTCAGAATCAGAAGAGGAAAGCTTATTGTAGCAAAGA

91 GTGTTGTTGTTCGGAGTCTTGAGGTACTGAGCTAGCAAAAGAGGGCGATAGAGCCGGCCAAAGAAGCTTGAGTTGTAGCTTTGTGCTTGT
181 TGTTCTGATCAAATTTGATTTTTGATTTTTGATTTCTGCTGGTTTGTATCTTCTTTGTATCGTACAAACTCATTCAGTATTAGTCTCTTT
271 CTTTTGTAGCTTTCTAAACCTGTGTAAACTGGAGAGTTCTGGGATTTTGGGATTGTGGGTAACACTGTTGTTGAGTTTATTAGATGAGGG
MR
361  CCATGCCCCTAGCCTTTGAGGATTTTCAAGGGAAGGGGGCTTTAGATTTCTCTTCTTCTTCTTCAGATTCGCGGCAATTTCATCATCAGC
AMPLAFEDTFQGEKGALDTFSSSSSDSRQFHHDQ
451 AGCACAAGGAAGAACAAGACTGGCTACTCAGCAACAGCAACAGGGGAAACAAGAAAGCAAATTGTTGCTATGTGGGCAGTGCCACCACTG
QHKEEQDWLLSNSNRGNEKE KANCCYVGSATT
541  AGCCCACATCAGTGCTCGATAACAGAAGAAGTCCAAGCCCTCCCACGTCATCTTCAACACTGTCTTCCTCTCTGGGCGGTGGTGGCTCCT
EPTSVLDNRRSPSPPTSSSTLSSSLGGGGS
631 CCGCCACCGACACAACCGGCGTGGCGGCGACCAATGCCTCTAGCAACCCCCCATCAGTAGATATCACCAATACTGAAAAATGTGGAGGCT
SATDTTGVAATNASSNPPSVDITNTETE KT CG GG
721 TGGGAATGGAAGACTGGGAGAGTGTGTTGTCTGGTTCACCTAATCAAGAGCAGTCCATTTTAAGGCTCATTATGGGTGATACCGATGACC
L GMEDWESVLSGSPNQEQSTLRLTIMGDTDD
811  CATCTCTTGGATTAAACAAGATCTTGCATCAAGATACGGAATTCAATGCAGGTTTTGGTGTTGTGGATCAGGCTAGTCTTGGCTTTGAGA
PSLGLNEKTILHQDTEFNAGEFGV VD QASLGEFE
901  CACCTTTTACTTCGGTCAGCAGCAATATTGACCCTGATTTTGTTGGCAACAGTGCAAGGCTTGGTTCTGGTTCAAACCAAAATCACATTT
TPFTSVSSNIDPDFVGNSARLGSGSNGQNHI
991  TTTCAACAGCAGCAGCTACAAATCTTTCACCTCCTCCAAGCGTTTTTCAACCGCAACCAGTTGAAGCTTTGGATGAGAAGCCGCAGATAT
FSTAAATNLSPPPSVFQPQPVEALDETE KTPQI
1081 TCAGCCCTCAGCTGATAATGAATCAGAATCAAGCTCAGTATGCTCAAAATCCAGCTTTATTCTTGOCCCTTTCATATGCTCAAATGCAAG
FSPQLIMNQ@NQAQYAQNPALTFLPLSYAQMAQ
1171 TGCATCAACTTTTACCACCAGCACCGCCCCCGCCGAAACGTCTTAATCTTGGGCCCAATCAAAAGGTCCCATTTTCAGATTCGGGGCAGC
VHQLLPPAPPPPEKRLNLGPNQEKYVPFSDSGAQ
1261 AAGAGCTATTTCTTCGACGACAGCCGCTTCAAATGCTTCAACAACAAAGGGAAACAATGGGCGTGACAACAACAGCAACGAAGCAGAAGT
QELFLRRQPLQMLQQQRETMGYVTTTATEKDQ QK
1351 TGGTAAACGATGAATTGGCAAATCAGCAGCTTCAGCAGGCAATAACTGACCAAATTTTCAAGGCCTCAGAGCTGATCGAAACAGGTAATC
L VNDELAN QL QQA[ITD QIFKASELTIETGN
1441 CTGTACACGCGCAAGAGATATTGGCGCGGCTCAATCACCAGCTCTCACCAATTGGTAAGCCTTTTCAGAGGGCTGCTTTTTATTTCAAGG
P VHAQETILAMRLNIHG QLSPTIGEKPTFG QRAAFVYFEK
1531 AGGCCTTACAGTTACTTCTCCACATGAATATGAATAATAGTAGCTTGGCTTTGCCCGGTTATAGTATCATTTTCAAGATTAGTGCTTACA
E AL QLLLHMNMNNSSLALPGYSTITIFEKTISAY
1621 AATCTTTCTCTGAAATCTCACCGATTCTTCAATTTGCTAATTTCACTTGTAACCAAGCACTTCTTGAAGCCTTTGAAGGGTGCAATAGAA
K SFSEITISPILQFANFTCNG QALTLEAFEG GTC CNTEH
1711 TCCACATTATAGATTTCGATATTGGATATGGTGGGCAGTGGGCTTCTCTTATGCAGGAGCTTGTTTTGAGAAGTGAAGGTCCTCCTTCGC
I HI I DFDTIGYGGQWASLMGQELVLERSESG GTPFPS
1801  TTAAAATCACTGCATTTGCTTCTCCGTCCACACATGATGAGCTCGAGCTCAGCTTCACTCGAGAAAACTTGAAGCACTTTGCAAGTGAAA
L K 1T TAFASPSTHDELELSTFTRENLEKHEFASF
1891  TCAATATGCCGTTTGAGCTTGAAATTTTAAGCCTTGAAGCTTTAAATTCTGCTTCTTTGGCGCTTCCTTTTCGGGGATTAGAAAGTGAGG
I NMPFELETILSLEAMLNSASLALPFRGLESH
1981  CAACTGCTGTGAATCTCCCAATTGGCACCTTCTGTAATTACCCAGCAACCTTTCCTTCGGTGCTTTGCTTTGTAAAGCAACTTAAACCCA
AW TAVNLPIGTFCNYPATFPSVLCFVEKRQLEK.HFH
2071 AGATTGTTGTTTCTTTGGATAGAGGCTGTGATCGAACAGATGTTCCATTTCCTCACCATACGATTCATGCACTTCAGTCATACTCATGCC
K T VVSLDRGCDRTDVPFPHHTTIHALQ GSYS(
2161  TACTTGAATCGCTGGATGCTGTGAATGTGAATTTGGATGCCTTGCAAAAGATTGAGAGGTTTTTGGTTTATCCTTGTATTGAAAAAATTG
L LESLDAVNYVNLDALG QEKTIERFLVYPCIEEK I
2251 TATTAGGACGCCACCGTTCTCCTGAGAGATTGCCTCCTTGGAAGAGTCTGTTTATGCAATCTGGGTTTGCTCCATTGACATTTAGTAACT
V L GRHRSPERLPPUWEKSLFMQSGFAPLTTEFS
2341 TCACTGAGTCCCAGGCTGACTGTTTGGTGCAACGGACTCCAGTTAAGGGTTTCCATGTTGAGAAGAGACAGTCCTCGCTCGTTTTCTGCT
F TESQADCLVQRTPVEKGEFHVEEKRS® QSSLVF(
2431 GGCAGCGGAAAGAGCTTATCTTGGCCACTGCTTGGAGGTGCTAAGGAGTAGCAGCGGGATATTGGTTGCAAAGGTGCCTAACAACAGCTT
[W QR KEL T LATAUWER Cx
2521 TGGTTTATGATTATTTTGACTTTTCTTGTTTGTGTTCTCTTATGCTAATTGTCTATGAGCTTTGGGTTTATTGTCCAATCAACAAACAAA
2611  ACATTTTCGTAGCTGTTCATGCATGGTTTACTAAAAAAAAAAAAAAAAAAAAAAAAAA
Pt-GRAS B
1 CAATATCTATCATAATATCTTGAAATTTCCGCGGAACAAGGCAAGCGTTCGCCATAAAATCATCTTCCGATAGCAATAGGTTCTTTCAGA
91 GGTTTGTTGAATTTATTTAGCCAAAGTGGAAGGAGAGCGAATATGGTTTATGATTTTTTGTTTAACACTCATAAGCTCTATAATGATCAA
MV YDFLFENTHEKTLYNDQ
181 AGGAGTAATCAAGCGATTGGCCTTCAACTGGGCCTTTCGATCGTTGATTGCTATCCTTACTTGCCCATGATGTCGGATAACTCTGCTGCT

RSNQAI GLQLGLSTIVDCYPYLPMMSUDNSAA



271 TCTTCCATGATTCTTCAGCCCAGAGATCAAAAGAGGCTTAAGCGGACAATAAGTGTTGGTGATGGTAGCCCAACCAGTACTCTTAGCCGC
SSMTILQPRDQKRLEKRTTISVGDGSPTSTTLSR
361  AGTAGCAGCACTAGCAGCTTGAGTAATTTGCCAAGGCTTCAATTCAGGGACCATATTTGGACTTATACTCGAAGATACCTTGCTGCTGAA
SSSTSSLSNLPRLQFRDHTIWTYTRRYLAAETE
451 GCTGTCGAAGAAGCGGCGGCAGCTATGATCAAATCAGAAGATGGCTGCGACGGTGATCAACAAGATGGGACCGCGGATGGGATGAGGCTC
AVEEAAAAMTIEKSEDGCDGDQ@QDGTADGNMERI
541 GTTCAGCTCCTAATTGCTTGTGCTGAAGCTGTCGCTTGTCGCGACAAGTCTCATGCCTCGGCTTTGTTATCCGAACTTCGTGCCAATGCT
V QLLIACAEAVACRDTEKSHASALTLSETLTRANA
631 TTGGTCTTTGGCTCTTCCTTCCAGCGCGTCGCTTCTTGCTTTGTCCAAGGCCTTGCTGACCGTCTTGCATCGGTTCAGCCTCTTGGAGCG
[LVFGSSFQRVASCFVQGLADRLASVQPLGA
721 GTAGGCTCCTTCGCGCCATCAATGAACATAATGGACATTGCTGGCTCGCGCGAGAAGGAAGAAGCTTTTCGCCTTGTCTATGAAATTTGC
[VGSFAPSMNTIMDTIAGSR RETKEEAFRLUVYETI(
811  CCACACATTCAGTTTGGTCACTTTGTGGCCAACTCATCCATATTGGAAGCCT TTGAGGGAGAGAGTTTAGTCCATGTTGTGGACTTAGGT
[P HI1 QFGHFVANSSTILEAMFEGESTLVHUVYVDLGJ
901 ATGACCCTAGGTCTGCCACGCGGTCAGCAATGGCGCCGGCTGATCGAAAGCCTCGCCAACCGCGCTGGCCAACCGCCACGCCGGCTTCGA
IM TLGLPRG QQWRRLTIESLANRAGQ GQPPRE RTILTE
991 ATAACTGCCGTTGGCCTTTGTGTTGAAAAATTCCAAAGCATTGGTGATGAGCTTAAAGATTATGCGAAAACCTATGGCATCAATTTGGAG
[I TAVGLCVEEKF QSTITGDELEKDYAEKTYGTINTLE
1081 TTCTCTGTGGTGGAAAGCAACTTGGAAAATTTGCAGACTAAAGACATCAAAGTTCTTGAAAACGAAGTGCTTGTTGTCAATAGCATACTT
[F SVVESNLENLA QTEKDIKVLENEVLVVNSTI ]
1171 CAGCTGCATTGTGTGGTCAAAGAAAGCAGAGGAGCTCTAAATTCAGTGTTGCAAATAATCCATGAGCTGTCACCGAAAGTATTGGTGCTT
[Q LHCVVEKESRGALNSVLQTIITIHETLSTPEKVLV I
1261 GTTGAGCAGGACTCAAGCCATAATGGGCCATTTTTTCTTGGGAGATTCATGGAAGCGTTGCACTACTACTCAGCAATATTTGACTCCCTT
[VEQDSSHNGPFFLGREFMEALHVYYSATIFTDS I
1351 GATGCCATGCTGCCCAAGTATGACACAAAACGCGCCAAAATAGAACAGTTTTACTTTGCAGAGGAGATAAAGAACATTGTGAGCTGTGAG
[DAMLPEKYDTEKRAKTIEIEQ QFYTFAEETIEKNTIVSCHE
1441 GGGCCTGCAAGGGTGGAGAGGCACGAGAGGGTGGACCAATGGCGTCGGAGGATGAGCCGTGCCGGGTTCCAGGCGGCACCCATTAAGATG
[6G PARVERHERVYVDQWRRRMSRAGEFG QAAPTEKM
1531 ATAAATCAGGCACAGAAATGGCTCAAGAACAACAAGGTCTGTGAGGGTTACACGGTTGTTGAAGAGAAAGGGTGCTTGGTTCTCGGCTGG
[T NQAQKWLKNNEKVCEGYTVVEEKGCLVYVTLGHW
1621 AAATCCAAGCCTATTATTGCTACTACTTGCTGGAAATGCTAAACACTACAGCTGCCTAATTCACAGTTCTTCTACAAATAAAGTTTCACC
K SKP I T1TATTCUWEK|CH=
1711 AATAAAGTTAGAAGGCAGCTATTTAATTATATAATGTCTTCCCATTTGCATTACCGTGTTGCAACTCCGGAGTCTGGAGTGATGAATGTT
1801  GTTTTCATATTCAGTGTGAGCAAGCTGTTCAGGTGCTTGAACAGATGAAATAAAGATTTATGTATTGTTGGTTTTAAAAAAAAAAAAAAA
1891 AAAAAAAAAAAA

| 1 Pt-SCL6 (A)F Pt-GRAS (B) cDNA 4K 5HE S & H /71

TE: ARATGNRIGE D T, TAANKIEEIY 1 TTHENTRST IIGRASS #Isk; XU T 12 & miR171MIMIR1446 1R 71 iz &
Figurel Nucleotide sequences of complete Pt-SCL6 and Pt-GRAS cDNAs and their deduced amino acid sequences

Note: ATG (start codon) and TGA (stop codon) are shown in bold. Two boxes delineate the GRAS domains. The double-underlined
sequences delineate the miR171 and miR1446 recognition sites



