K 317 MURMERI BT NAC EHH R =451

7E: A: PHO1000501G0450( %% 1); B: PH01000110G0680(I % 2); C: PH01000070G1490( % 3); D: PH01002026G0020( V. j% 4); E: PH01000070G0710(Ij% 5); F:
PH01001683G0170(1IV.j% 6); G: PH01001896G0060(IIV.j% 7); H: PH01004605G0030(IV.j% 8); I: PH01001063G0490( V. j% 9); J: PH01000891G0190(1IV. % 10); K: PH01004273G0140( k.
% 11); L: PH01000002G2670(IVj% 12); M: PH01001619G0180(3 % 13); N: PH01000762G0770( V% 14); O: PH01000009G0870(.j% 15); P: PH01000071G0980(I % 16); Q:
PH01000100G1590( L. % 17)

Figure 3 tertiary structure of 17 typical Moso bamboo NAC protein

Note: A: PHO01000501G0450(subfamily 1); B: PH01000110G0680(subfamily 2); C: PH01000070G1490(subfamily 3); D: PH01002026G0020(subfamily 4); E:
PH01000070G0710(subfamily 5); F: PH01001683G0170(subfamily 6); G: PH01001896G0060(subfamily 7); H: PH01004605G0030(subfamily 8); I: PH01001063G0490(subfamily 9); J:
PHO01000891G0190(subfamily ~ 10); K: PHO01004273G0140(subfamily  11); L: PH01000002G2670(subfamily 12); M: PH01001619G0180(subfamily  13); N:

PH01000762G0770(subfamily 14); O: PH01000009G0870(subfamily 15); P: PH01000071G0980(subfamily 16); Q:PH01000100G1590(subfamily 17)



