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Table 1 Sequences of primers and pre-production lengths
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Code No Sequence (5'-3") Predicted size of Use

amp lified product

(bp)
P01 GCCACCGACTGCAGCTCGACTCACTACT 30VN cDNA &1L
P02 GACCAGTGGTATCAACGCAGAGTACGCGGG cDNA synthesis
P03 AATGTGGAGGCTTGGGAATGGAAGACTG +1960 Y1 Pt-SCL6 LK 3 v
P04 GCAGGCACTGCAGCTCACTGACTAC 3’-end amplification
P05 GACCAGTGGTATCAACGCAGAGTAC +900 ¥4 Pt- SCL6 FE[H 5%
P06 GGTGTCTCAAAGCCAAGACTAGCCT 5’-end amplification
P07  AAGCTTATGAGGGCCATGCCCCTAGCCTTTG 2118 Pt- SCL6 &[5 ORF 41
P08 TCTAGATTAGCACCTCCAAGCAGTGGCCAAG Pt- SCL6 complete ORF

amplification
P09 AAGGCTTCAATTCAGGGACCATATTTGGAC +1500 -1 Pt-GRAS FE[X] 3 4
P10 GCCACCACIGCAGCICACTCACIAC 3’-end amplification
P11 GACCAGTGGTATCAACGCAGAGTAC 4600 ¥ 1% Pt- GRAS FE K] 573
P12 TCGGATAACAAAGCCGAGGCATGAGAC 5’-end amplification
P13  AAGCTT ATGTGGGATCTGAATGACTCGC 1908 Pt-GRAS £ [X] ORF 4%
P14 TCTAGAGGAGGGTCTAACAAGGGAGTGGAATC complete ORF of Pt-GRAS
amplification

e FRIZNEEYIN S, AAGCTT A Hind I, TCTAGA & Xba [ 5 FHZRAXUT RIZE 2 M B UCEL 151495 823k o
Note: Underlined portions in primers are the restriction enzyme sites of Hind III and Xba, AAGCTT is Hind IIland TCTAGA is Xba;
the thick underline and double underline indicate matching primers or adaptors



