
表 1 出芽短梗霉转录组 Contig、Transcript 及 Unigene 数据组装质量统计 

Table 1 Quality statistics of assembled contigs, transcripts, and unigenes. 

长度范围 

Length Range  

重叠群 

Contig  

转录体 

Transcript  

非冗余的基因数据库 

Unigene  

200-300  7,160,014(99.81%)*  7,481(25.00%)  6,943(34.18%)  

300-500  3,384(0.05%)  3,967(13.26%)  3,232(15.91%)  

500-1000  2,816(0.04%)  4,563(15.25%)  2,849(14.03%)  

1000-2000  3,934(0.05%)  6,964(23.28%)  4,006(19.72%)  

2000+  3,361(0.05%)  6,944(23.21%)  3,282(16.16%)  

Total Number  7,173,509  29,919  20,312  

Total Length  275,926,330  39,402,845  21,109,737  

N50 Length  40  2,227  1,961  

Mean Length  38.46  1316.98  1039.27  

 


