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Table 1 Basic information of the FAD gene family and physicochemical properties of proteinin eggplant
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Gene name Gene ID Intron Amino acid Instability Ahphatlc Isqelectrlc Molecular weight Grand average of
number number Index index points (kD) hydropathicity (GRAVY)
SmFADI1 SMEL 000g004270.1 0 326 38.96 96.56 9.14 37.90 0.025
SmFAD2 SMEL 000g091240.1 2 133 39.72 82.11 545 14.79 -0.193
SmFAD3 SMEL 001g152540.1 0 383 41.17 87.23 8.5 43.91 -0.035
SmFAD4 SMEL 003g170610.1 1 46 23.97 86.96 6.54 5.54 -0.333
SmFADS SMEL_003g185960.1 4 231 36.69 88.27 4.65 25.77 -0.156
SmFADG6 SMEL_004g200060.1 1 732 30.51 93.59 7.85 84.26 0.145
SmFAD7 SMEL_004g200070.1 1 835 31.74 92.81 8.28 96.10 0.1
SmFADS SMEL_004g204530.1 1 331 40.9 83.32 8.46 38.70 -0.111
SmFAD9 SMEL 004g210000.1 3 907 39.92 79.5 6.25 101.97 -0.351
SmFAD10 SMEL 004g218850.1 1 146 33.27 82.19 52 16.85 -0.328
SmFADI11 SMEL 005g224240.1 1 403 34.24 88.01 8.6 46.67 0.053
SmFAD12 SMEL 005g233210.1 2 285 35.73 85.19 9.3 33.34 -0.198
SmFADI13 SMEL_005g233830.1 1 664 40.04 93.95 9.33 77.51 -0.05
SmFAD14 SMEL_005g233840.1 1 664 39.38 93.95 9.33 77.50 -0.05
SmFADI15 SMEL_005g233850.1 0 384 38.62 88.39 8.51 4435 -0.098
SmFAD16 SMEL_005g241230.1 2 141 38.82 90.64 5.75 15.67 -0.269
SmFAD17 SMEL 005g241790.1 0 383 33.63 94.18 8.76 44.27 -0.087
SmFADI18 SMEL 005g241800.1 1 413 39.55 91.86 8.03 47.59 -0.111
SmFAD19 SMEL 005g241810.1 1 667 34.15 97.35 8.88 77.13 -0.009
SmFAD20 SMEL 005g241820.1 0 380 46.48 92.11 7.32 44.07 -0.062
SmFAD21 SMEL_0062243580.1 2 136 37.68 86.76 477 15.06 -0.292
SmFAD22 SMEL_0062245010.1 7 377 32.42 93.02 8.8 43.75 -0.072
SmFAD23 SMEL_0062245040.1 6 346 28.2 94.57 8.22 40.17 -0.078
SmFAD24 SMEL_0062245880.1 6 426 37.11 82.35 7.78 48.76 -0.262
SmFAD25 SMEL 006g253160.1 2 134 42.33 85.07 4.98 15.04 -0.343
SmFAD26 SMEL 006g269840.1 2 132 324 88.56 4.64 14.72 -0.248
SmFAD27 SMEL 007g271180.1 9 441 44.78 88.91 9.16 50.78 -0.107
SmFAD28 SMEL 007g295120.1 0 104 51.16 75.96 542 11.99 -0.267
SmFAD29 SMEL_007g295130.1 1 565 51.86 97.01 9.03 62.37 0.036
SmFAD30 SMEL_008g307920.1 0 456 46.93 85.7 7.62 52.47 0.032
SmFAD31 SMEL_010g345700.1 1 225 40.17 94.89 6.91 26.19 -0.001
SmFAD32 SMEL_010g351300.1 3 178 36.34 80.45 4.78 19.92 -0.293
SmFAD33 SMEL 011g370900.1 0 375 42.44 89.17 8.6 43.81 0.034
SmFABI1 SMEL 001g148440.1 1 338 40.51 88.82 8.7 38.75 -0.248
SmFAB2 SMEL 006g253440.1 2 396 35.22 79.34 6.24 45.02 -0.426
SmFAB3 SMEL 006g255140.1 1 366 53.5 81.53 7.64 41.91 -0.307
SmFAB4 SMEL_0062255210.1 2 319 47.17 86.52 9.53 36.84 -0.328
SmFAB35 SMEL 011g365200.1 2 393 40.37 82.9 5.94 44.71 -0.392




