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Table 2 KEGG pathway analysis of differentially expressed genes in breast cancer

25 RiE P1H P {H%r IE T
Category Term P value p- adjust Count
KEGG il # hsa04510~ 5 kb MK % 1.08E-09 1.70E-07 63
KEGG pathway hsa04510~Focal adhesion
hsa04512~ ECM-5Z 440 H 1F 1.09E-09 1.70E-07 36
hsa04512~ECM-receptor interaction
hsa04151~PI3K-Akt {5 5 i % 1.72E-08 1.79E-06 92
hsa04151~PI3K-Akt signaling pathway
hsa04360~# 5= 5 T 1.59E-07 1.24E-05 54
hsa04360~Axon guidance
hsa041 10~ {4 7.13E-07 4.45E-05 40
hsa04110~Cell cycle
hsa04923~ 715 i iy 40 i 0 1 105 2 A 4.79E-06 0.000223 22
hsa04923~Regulation of lipolysis in adipocytes
hsa04015~Rap1 15 5 i # 5.00E-06 0.000223 56
hsa04015~Rapl1 signaling pathway
hsa05165~ N\ FL 8 i 75 Jsk e 1.15E-05 0.000448 78
hsa05165~Human papillomavirus infection
hsa04010~MAPK {5 5 il % 1.49E-05 0.000517 71
hsa04010~MAPK signaling pathway
hsa03320~PPAR 155 B 1.95E-05 0.000609 26

hsa03320~PPAR signaling pathway




