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Table 1 Summary of genetic variation and heterozygosity for detected loci

for s RGN0 3] 10 4 A5 R AR AR R 5 FRIEH WAL G R MR GE
Locus Na Ne | Exp_hom Exp_het
RM84 7.0000 4.2478 1.5439 02351 0.764 9
RM 208 7.0000 41154 15153 0.2427 0.757 3
RM 16 6.0000 3.858 3 14317 0.258 9 0.7411
RM 280 6.0000 3.854 6 14307 0.2591 0.7409
RM 289 4.0000 2.6339 1.036 3 0.3794 0.620 6
RM 253 6.0000 3.865 2 1.4107 0.258 4 0.7416
RM 234 6.0000 3.9195 1.3931 0.254 8 0.745 2
RM 210 6.0000 3.650 6 1.402 6 0.2736 0.726 4
RM 219 4.0000 3.8899 13719 0.256 8 0.743 2
RM 228 5.0000 4.6530 15709 0.214 6 0.7854
RM 224 4.0000 3.116 7 1.256 1 0.320 6 0.679 4
RM 19 5.0000 3.6778 1.400 6 0.2716 0.728 4

Mean+S.D  5.5000+1.0871 3.790 2+0.515 5 1.3970+0.1411 0.268 8+0.043 0 0.731 2+0.043 0




