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Abstract The genomic DNA of common bean was extracted from tender leaves by DNA secure plant kit method,

and optimized ISSR reaction condition with it as template. We established optimum ISSR-PCR system for common
bean using ISSR-PCR amplification with five factors (Tag DNA polymerase, DNA template, INTP, Mg* concen-
tration and primer). The optimum reaction system with 25 L total reaction volume contains 45 ng DNA template,
1 U Tag DNA polymerase, 2 mmol/L Mg*, 0.6 wmol/L ISSR primer and 0.1 mmol/L dNTP. The suitable cycles
was 45 cycles that screened from three different treatments. 8 soybeans were easily amplified with primer 823

under the optimized reaction conditions. This reaction system will provide a technological base for germplasm and

genetic study in common bean.
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Figure 1 Electrophoresis result of DNA on common bean
Note: 1~8: Varieties of common bean listed in the following
table 1

1.2 ISSR-PCR
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25U
Figure 2 Effect of Tag DNA polymerase concentration on ISSR

amplification
Note: M: DL2000 marker; 1: 0.5 U; 2: 1.0 U; 3: 1.5 U; 4: 2.0 U;
5:2.5U

( , 2006), 3
25ng.45ng 55ng
65 ng
ISSR-PCR
45 ng °

3 DNA
: M: DL2000 marker; 1: 25 ng; 2: 35 ng; 3: 45 ng; 4: 55 ng; 5:
65 ng

ISSR

Figure 3 Effect of DNA concentration on ISSR amplification
Note: M: DL2000 marker; 1: 25 ng; 2: 35 ng; 3: 45 ng; 4: 55 ng;
5:65ng
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Figure 4 Effect of ANTP concentration on ISSR amplification DNA 35
Note: M: DL2000 marker; 1: 0.10 mmol/L; 2: 0.15 mmol/L; 3: 40 45 45
0.20 mmol/L; 4: 0.25 mmol/L; 5: 0.30 mmol/L 35
40 o 45
Taq
F (7
5 Mg 2 mmol/L o

MH“

5 Mg* ISSR

:M: DL2000 marker; 1: 1.0 mmol/L; 2: 1.3 mmol/L; 3: 1.6 mmol/L;
4: 2.0 mmol/L; 5: 2.3 mmol/L
Figure 5 Effect of Mg* concentration on ISSR amplification
Note: M: DL2000 marker; 1: 1.0 mmol/L; 2: 1.3 mmol/L; 3:
1.6 mmol/L; 4: 2.0 mmol/L; 5: 2.3 mmol/L
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Figure 6 Effect of primer concentration on ISSR amplification
Note: M: DL2000 marker; 1: 0.4 pmol/L; 2: 0.5 pmol/L; 3:
0.6 pmol/L; 4: 0.7 pmol/L; 5: 0.8 pmol/L

7 ISSR

: M: DL2000 marker; 1: 35 cycles; 2: 40 cycles; 3: 45 cycles
Figure 7 Effect of cycles on ISSR amplification
Note: M: DL2000 marker; 1: 35 cycles; 2: 40 cycles; 3: 45 cycles
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Figure 8 Result of ISSR-PCR products of 8 different varieties
amplified with primer 823 {
Note: M: DL2000 marker; 1~8: Varieties of common bean listed

31

in the following table 1 ( ’ b
2013 1
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Table 1 Number, varieties and sources and of samples

Number Varieties Sources
1

Zihua didou Horticultural Research of Jilin City Agricultural Sciences Academy
2 905

Yuanfeng 905 Horticultural Research of Jilin City Agricultrual Sciences Academy
3 15

Jiujia 15 Horticultural Research of Jilin City Agricultural Sciences Academy
4

Zihui youdou Jilin Province Vegetables and Flowers Institute of Science
5

Huangyu youdou Jilin Province Vegetables and Flowers Institute of Science
6

Jifeng youdou Jilin Province Vegetables and Flowers Institute of Science
7 2

Changnong 2 Horticultural Research of Changchun Agricultural Sciences Academy
8 1

Jinong 1

Horticulture College of Jilin Agriculture University
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