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Research of Its Biological Characteristics in Hainan
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Abstract Samples of cowpea fusarium wilt were collected from a cowpea field in Ledong, Hainan province. The pathogens were
identified as Fusarium oxysporum f. sp. phaseolus by the methods of morphological characters, pathogenicity testing in vivo and
sequence analysis of fungic ITS. At the same time, biological characteristic analysis showed that the temperature of the mycelium
growth was range from 20°C to 30°C. The optimum temperature was 25°C.This strain could not grow when the temperature was up to
50°C.The pH value of mycelium growth was range from 6 to 10. The optimal pH value was 8.0. It was grown best under full lighting
and complete darkness. It can utilize many kinds of carbon and nitrogen sources. And the optimum carbon sources were fructose and
D-mannitol, the optimum nitrogen sources were peptone and sodiumnitrate.

Keywords Cowpea fusarium wilt; Pathogenic identification; Phylogenetic analysis; Biological characteristic
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Figure 1 Morphological characters of cowpea fusarium wilt in

Hainan
Note: A: Colony face; B: Colony back; C: Macroconidium; D:
Conidiophore; E: Microconidia; F: Chlamydospore
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Figure 2 Pathogenicity testing of cowpea fusarium wilt
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Figure 3 Genomic DNA of cowpea fusarium wilt and ITS
amplification

Note: M1: A DNA/HindIll; M2: DM2000 DNA Marker; 1,2:
Genomic DNA of cowpea fusarium wilt; 3,4: ITS amplification
of cowpea fusarium wilt
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Figure 4 Phylogenetic tree based on jiangdou and the
correlativite isolate ITS sequences of the clones

Note: The tree was constructed via the neighbor-joining
method, bootstrap values above 1 000 are shown as

percentage
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Figure 5 The effect of temperature on mycelial growth of

Fusarium oxysporum
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Figure 7 The effect of light duration on mycelial growth of
Fusarium oxysporum

Note: A: Dark 24 h; B: Lighting 24 h; C: Dark 12 h and
lighting 12 h
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Table 1 The effect of light duration on mycelial growth of
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