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Abstract
pathogens were identified as Fusarium oxysporum f. sp. phaseolus by the methods of morphological characters,

Samples of cowpea fusarium wilt were collected from a cowpea field in Ledong, Hainan province. The

pathogenicity testing in vivo and sequence analysis of fungic ITS. At the same time, biological characteristic
analysis showed that the temperature of the mycelium growth was range from 20°C to 30°C . The optimum
temperature was 25°C . This strain could not grow when the temperature was up to 50°C . The pH value of
mycelium growth was range from 6 to 10. The optimal pH value was 8.0. It was grown best under full lighting and
complete darkness. It can utilize many kinds of carbon and nitrogen sources. And the optimum carbon sources

were fructose and D-mannitol, the optimum nitrogen sources were peptone and sodium nitrate.

Keywords

91 5. (Vigna unguiculata (L.) Walp.) & H % & H
&) B e —, BAE b A AN E {E LA
FEHE DVAEREE. A AE AT I A Hl
(X, 753 85T P A& A o 51T 2 g e AR R A
LI R 271 B35, PR AR 2 22 000 ha, ¢ 51 2 i 7
HIFE SR HLX .

Wl 5 R T AR P bR AR 1 — L AR
F, FEM UL M XA KA . T R RREOR, $it
T i PR 2 A R AL BT A 20 (1) R AR S i T R
B, G AR S0 R A O, 2 ) 20 BT RS A
PR E . — o X T UL A Z R 5T, [ P SOk

Cowpea fusarium wilt, Pathogenic identification, Phylogenetic analysis, Biological characteristic

IEANZ . RAZE(2012, WIALR2524R, 34(1): 100-103)
o I T S A 20 4 B S e A R T B, WA
Q01 )W AR T B R B AT HEAT T AR 2Rk
W9, B3 2014 FEAEI R SR AR —SL 5 Hh o) B R AE 2
T4 R B 43 B4, e BUR PRI E , 7T B G 5] AL R,
Xof AR AT T AL, BB 45 RAROE I F

1 RS54

1.1 RRE NS B SREHFE
xf H )RR B R T A 1, I8 By

B WA AT S A AT L CROW) BT L T 42(201303023)  + — T & BHE ST 1TRI (2012BAD19B06) . i 7 44 4% B
e A Ml B HRE G157 £ 5 (CXZX201416) il [ 5 2 K RH 11%135 H (NO.2012GA800026) 3L 7] ¥



BEIR A 2 5 N A
Genomics and Applied Biology

Fe A, BRI R AR T T PR . E PDA K94 b
28°CHi R, WKLY, A B 22 0 Z2UR B0k 4%
AR, FEFREER MR AL, 1 I GREE 0, BR B 220k %,
BRPLESC SIS, AR 22 . RIS A
RS0 5, TOTAH AT ORI 25 otk , 4 2
Wy ZHON 3 B, D EL4~T B, K/NH 16.8~42.5 pumx
3~5 umo NG ERF TR, BEEDE, BECR 14
B, K/ 5~14.8 pmx2.2~5 pmo 7T HHR 5
i, JEIE I3 AR AT T AR R A= T8 R S [RE (K 1)
X5 B ET(1992, 4k H it pp.118) X 81 .9 #4
PR DA AL 2 R A B, M S AR RS
FE(2013) 0 TE (14767 7 2 01 2 T8 0 1 T T AR 1L R 70 TR
EPLWACRR W SE A 2 7, X Re 54N [
VRV B [ P O 15 TR I TR AR &R

1.2 HRE N E

P T 1 7 PR A B B, MR T
PRI S AR B, B ) L RS S W R TR BV S BT
T3 R AR 22 5L 50, P9 0 4 8 B R ZH 2R A8, R R AL 25
i BB ARAS R (B 2) o X R IFAE R AT 45 A AN
R ZA 50 85, ARAT IO T PR 5 R I B AR TR &5 — B30 GE
B 73 B ) B g B A 25 5

1.3 rDNA-ITS By# 1

WK 3A Fion, HEBURI 4G4k i TR T 3 ] 4H
DNA KT 23 kb, 267177501, Ui DNA WK E# G, &5
JA%: PCR [ No K HARE 10 £i5)5, F B H rDNA-ITS

P 1 B A AR RS

7 AB: WK IERETES; C: KB4 A1 D: /A 74,
E: /NPT Fr JRIET T

Figure 1 Morphological characters of cowpea fusarium wilt in
Hainan

Note: A: Colony face; B: Colony back; C: Macroconidium; D:
Conidiophore; E: Microconidia; F: Chlamydospore
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Figure 2 Pathogenicity testing of cowpea fusarium wilt
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Figure 3 Genomic DNA of cowpea fusarium wilt and ITS ampli-
fication

Note: M1: X DNA/Hind Il ; M2: DM2000 DNA Marker; 1,2: Ge-
nomic DNA of cowpea fusarium wilt; 3,4: ITS amplification of

cowpea fusarium wilt
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Figure 4 Phylogenetic tree based on jiangdou and the correlativite

isolate ITS sequences of the clones
Note: The tree was constructed via the neighbor-joining method,

bootstrap values above 1 000 are shown as percentage
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Figure 5 The effect of temperature on mycelial growth of Fusarium

oxysporum
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Figure 6 The effect of pH value on mycelial growth of Fusarium

oxysporum
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Figure 7 The effect of light duration on mycelial growth of Fusarium
oxysporum

Note: A: Dark 24 h; B: Lighting 24 h; C: Dark 12 h and lighting
12h
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Table 1 The effect of light duration on mycelial growth of Fusarium

oxysporum
A AL ER B % ELA7(mm) ZE S E M
Lighting treat- Colony diameter Significance of dif-
ment (mm) ference

LS DO.OS LS DO.OI
st 61.33 b A
Dark 24 h
e 69.33 a A
Lighting 24 h
HE 12 h 37.33 c B

Dark 12 h and
lighting 12 h
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Table 2 The effect of different carbon and nitrogen sources on

mycelial growth of Fusarium oxysporum

TR W% EAmm) %R P % L% (mm)
Carbon sources Colony diameter Nitrogen Colony diameter
(mm) sources (mm)
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Glucose Beef extract
D- H#EhE 65.33 bAB I LR 55.67 ¢cBC
D-mannitol Aminoacetic

acid
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