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Abstract We cloned calcium dependent protein kinase (CDPK) gene A hCDPK32 from mature seeds of cultivated
peanut “shanyou 21”7 by RT-PCR method and found its sequence contained 1 617 bp ORFs and encoded 538
amino acids. Homology of nucleotide sequence and soybean GmCDPK32 (XM_003554131) was 87% in NCBI Blast
comparison. Bioinformatics analysis showed that predicted protein molecular weight was 60.807 kD and predicted
PI was 6.96. Protein signal peptide and hydrophobicity analysis showed that the possibility of the signal peptide
shearing was small and the protein was hydrophilic. We constructed the over-expression vector pCambia-
AhCDPK32 of AhCDPK32 gene to lay theoretical foundation for further research of its function. This is the first
report on CDPK gene cloned from peanut.
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Figure 2 Nucleotide acid sequence and deduced amino acid sequence of AhCDPK32 gene
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4 AhCDPK32
Figure 4 Hydrophobicity analysis of AhCDPK32
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6 AhCDPK32 CDPK32
:1: : Glycine max (XM_003554131); 2: : Gossypium raimondii (XM_012615254); 3: : Cicer arietinum (NM_001279194);
4: : Medicago truncatula(XM_013612094); 5: : Fragaria x ananassa (AF035944); 6: : Nicotiana sylvestris (XM_
009760471 ); 7: : Brassica napus (KF169741); 8: : Arabidopsis thaliana (NM_115613); AhCDPK32
I-XT

Figure 6 Sequence alignment between AhCDPK32 amino acid from peanut and CDPK32 amino acid from other species

Note: 1: Soybean: Glycine Max (XM_003554131); 2: Cotton: Gossypium raimondii (XM_012615254); 3: Chickpea: Cicer arietinum (NM_
001279194); 4: Thistle alfalfa: Medicago truncatula (XM_013612094); 5: Strawberry: Fragaria x ananassa (AF035944); 6: Tobacco:
Nicotiana sylvestris (XM_009760471); 7: Rapeseed: Brassica napus (KF169741); 8: Arabidopsis thaliana: Arabidopsis thaliana (NM_
115613); Underlined: AhCDPK32 catalytic area contains subdomain I - XI district
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Figure 8 Enzyme digestion of pMD18-T-AhCDPK32 and pCam-
bia2300EC plasmid

7 AhCDPK32 CDPK32 Note: 1: pCambia2300EC enzyme digestion; 2: pCambia2300EC

plasmid; 3: pMDI18-T-AhCDPK32 recombinant plasmid; 4:

Figure 7 Phylogenetic tree analysis of AhCDPK32 from peanut ~ PMD 18-T-AhCDPK32 enzyme digestion; M: Trans 2K plus

and CDPK32 from other species DNA Marker (Trans Gen)
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9 pCambia2300EC-AhCDPK32

: 1: pCambia2300EC-AhCDPK32 ; M: Trans 2K DNA

Marker ( )
Figure 9 Enzyme digestion of pCambia2300EC-AhCDPK32
plasmid

Note: 1: pCambia2300EC-AhCDPK32 enzyme digestion; M:
Trans 2K DNA Marker (Trans Gen)

10 AhCDPK32
: 35S: 358 ; AhCDPK32:
AhCDPK32 ; Tnos: Nos ; Npt

Figure 10 Construction of over-expression vector for AhCDPK32
gene

Note: 35S: Tobacco mosaic wvirus 35S promoter; AhCDK32:
AhCDPK32 gene from peanut; Tnos: Nopaline synthase Nos ter-

minater; Np¢  : Kanamycin resistant gene
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