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Abstract Peanut oil acid trait is controlled by the two recessive genes ol, and i/, (encoding AhFAD2A and
AhFAD2B respectively). Twelve peanut cultivars with different oil and O/L ratio were selected to detect the
genotype of FAD2A/FAD2B gene to improve the peanut quality breeding of peanut breeding effectively. The
results showed that the AhFA D2 genotype of 12 lines could be accurately analyzed. The genotypes of 1514, 606,
9102, 614 and 1474 are OL,0L,0L,0L, and the corresponding O/L value is between 0.971~1.759. Hual7, 1513,
1476 and 1586 are ol,0l/0OL,0L, and the corresponding O/L value is between 2.252~3.679, 1504, 1505 and 1515
are ol,0l,0l,0l, and the corresponding O/L value is between 8.204~12.79. AhFA D2 genotypes of the 12 peanut lines,
the content of oil and the O/L value integrated showed us the difference of genotype leading to the variation of O/L
directly, and the O/L value had no specific correlation with the content of oil.
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Figure 1 The band patterns of PCR agarose gel electrophoresis
Note: a: Internal reference band; b: Target band; 1: 1504; 2:
1505; 3: 1515; 4: 1586; 5: 1513; 6: 1476; 7: 1514; 8: 606; 9:
9102; 10: 614; 11: Hual7; 12: 1474
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1
Table 1 Peanut major quality traits of different genotypes

O/L (Oleic acid/ (%)
Material ~ Genotype Linoeic acid) Oil content (%)
1504 ol,0l,/0l,0l, 8.204 56.098
1505 ol,ol,/ol0l, 12.790 59.124
1515 ol,0l,/ol,0l, 12.735 55.479
1586 ol,01,/01,01, 3.679 56.657
1513 ol,01,/01,01, 3.269 57.874
1476 ol,01,/01,01, 2.567 54.372
1514 01,01,/01,01, 1.759 58.824
606 01,01,/01,01, 1.439 59.540
9102 01,01,/0L,0,  0.971 56.204
614 01,01,/01,01, 1.170 51.840
17 ol,01,/01,01, 2.252 57.737
Hual7
1474 01,01,/01,01, 1.037 56.340
° AhFAD?2
° 01,01,/01,01,
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A2
12
o olol;/ol0l,
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A]Z N
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Table 2 Correlation analysis between the value of O/L and Oil
content
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1504.1505.1515.1586.1513.

3 FAD2A/FAD2B AS-PCR

1476.1514.606.9102.614. 17 1474, Table 3 Sequences of AS-PCR primers for FAD2A/FAD2B
genotyping
3.2 DNA 5-3)
12 Primers Sequence (5'-3")
FAD2A-F GATTACTGATTATTGACTTGCTTTG
24 SDS-  / FAD2A-G GTTTTGGGACAAACACTTCTTC
DNA FAD2A-A GTTTTGGGACAAACACTTCTTT
FAD2B-F CAGAACCATTAGCTTTGTAGTAGTG
2.0mL 800 nL
1% SDS DNA s min FAD2B-C AACACTTCGTCGCGGTTG
FAD2B-A AACACTTCGTCGCGGTTT
800 pL 25:24:1 S min 12 000 t/min  papy R CTCTGACTATGCATCAGAACTTGT
10 min 500 L
2 min -20°C 5 min o 4
12 000 r/min 10 min 75% 1 FAD2A-F/FAD2-R  FAD2B-F/FAD2-R PCR
1 12kb FAD2A  FAD2B
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33 DNA 94°C 30s30 53°C 30s
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o 12 2013
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Table 4 Primer combinations in the 4 PCR reactions for FA D2A/FA D2B genotyping
PCR FAD2A-F FAD2A-G FAD2A-A FAD2B-F FAD2B-C FAD2B-A FAD2-R
PCR reaction
(pL) 1 1 0.5
Reaction  (pL)
(nL) 1 1 0.5
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(nL) 1 1 0.5
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