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Abstract Folate is one of the necessary nutrient elements which is water-soluble B-vitamins supported human
body normal activities. Also is an important coenzyme involved in one carbon unit reaction in the plant. The folB is a
key gene of folate pathway, which regulated production of a key enzyme for DHNA and derived from A rabidopsis
thaliana. In this study, we expressed the folB by employing the soybean cotyledonary nodes method. We co-cul-
tivated about 200 explants, and got 26 transgenic plants. Stock of Basta (150 mg/L) was painted on half the upper
surface of tested soybean leaves, and we got 16 transgenic plants. PCR analysis showed that 12 of 14 transgenic
plants were positive. Strip analysis show that 10 of 12 transgenic plants were positive. Southern blot analysis of
PCR-positive plants indicated the integration of the folB gene into the soybean genome, and we also got 9 transgenic
lines. Acquired transgenic plants provide the basis for high folate transgenic soybean varieties.
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Figure 1 The structure of folate
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Figure 2 The map of plasmids vector pTF101-35S-fo/B and elec-
trophoresis detection

Note: A: The map of pTF101-35S-folB; B: The result of elec-
trophoresis detection; M: Trans2K™ Plus DNA Marker; 1: plasmid
pTF101-358S; 2: plasmid pTF101-35S-folB; 3: Digested; 4: full-
length folB
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Note: M: Trans2K™ Plus DNA Marker; “+”:Plasmid; “-":The
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Figure 3 Agrobacterium-mediated soybean transformation using
the cotyledonary node as explants

Note: A: Sterile seeds germination; B: Explants were inoculated
with A grobacterium tumefaciens; C: Explants were inoculated with
co-cultivated in co-cultivation medium; D: Explants were embed-
ded into solid shoot induction medium; E: Explants were embed-
ded into shoot elongation medium; F: After shoot elongated to at
least 4 cm in length, they placed in rooting medium; G: Rooted
shoots were directly transferred to a greenhouse and grown to
maturity

4T,
Figure 4 BASTA resistance of T, transgenic plants

6 bar
Figure 6 Strip the identification of the bar gene

7 T, Southern blot , EcoR
: 1: Marker Trans 15 K; 2: DNA; 3: ;4~13:
PCR
Figure 7 Southern blot analysis of T, transgenic plants, digested
by EcoR

Note: 1: Marker Trans 15 K; 2: Plasmid; 3: The negative control;
4~13: Transgenic plants from T, after PCR
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