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Cloning and Activity Analysis of Soybean G1 Promoter
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Abstract The G Ip promoter of soybean G1 was isolated from the genomic DNA of soybean Jidou2 by PCR method.
Promoter sequence analysis by PLACE showed that the cloned fragment contained a lot of the motifs than constituted
the seed-specific cis-elements. Replacing CaMV 35S promoter of pPCAMBIA1301 with the G1p fragment. Transient
expression by Agrobacterium tumefaciens mediated method, the histochemical GUS analysis and fluorometric
GUS analysis the expression of the GUS activity. GUS activity assays indicated that expression of GUS was active
only in seeds, but not in roots stems and leaves, which suggests the G Ip is a efficient seed-specific promoter.
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Figure 1 PCR amplification of G Ip
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Figure 3 Bioinformatics analysis of DNA sequences of G Ip
Note: Box section and underlined are the putative cis-acting elements
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Figure 6 Identification plant expression vectors in A grobacterium
EHA105 using PCR
Note: M: 2 000 bp marker; 1: A grobacterium EHA105 with plant
expression vectors pPCAM-Glp
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Figure 7 Histochemical analysis of GUS activity in different
organs of soybean

Note: A: No-transformed soybean; B: The GUS gene driven by
CaMV 35S; C: The GUS gene driven by G Ip; a: Root; b: Stem; c:
Leaf; d: Seed
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Figure 8 GUS activity analysis transformed by the vecotes with
G Ip fused to GUS reporter gene in different organs of soybean
Note: CK: Negative control; GIp: Soybean tissues transformed

with expression vector pPCAM-G Ip
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