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Abstract 48 soybean (36 large grain varieties and 12 small grain varieties) varieties are collected from many areas of China,
including different ecological types. 7 pairs of location-known molecular markers are used for syste-matically practical confirmation
and value evauation. Amplified by PCR, ran eectrophoresis with a 9% acrylamide gel, counted each SSR loci and findly
analysised variance with SPSS software. The results are as follows: 3 practical molecular markers (GNEO70, Sett126, Satt633) were
selected in the large/small grain group. In short, 35 materids can be detected by one or more markers (the number of large-seed
material is 36), and the coincident rate is as high as 97.2%. The experimenta results show that the joint use of GNEO70, Satt126 and
Satt633 is feasible in molecular marker-assisted breeding (large-grain breeding) practice.
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Figure 1 Comparison of PCR-amplification with different DNA
templates prepared by three protocols

Note: 1~3: DNA templates prepared by conventional method;
4~6: DNA templates by modified Thomson's one-step protocol;
7~9: DNA templates by Thomson's one-step protocol; The
primer is pPGSseq10H1A
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