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Abstract In this research, we used six peanuts varieties as parents to make hybrid combinations for hybrid
identification. Our practice showed that the authenticity of F; hybrids would be easy validated by field agronomic
investigation, if whose parents had visible and distinguishable phenotypic differences, otherwise it might be very
difficult to identify the authenticity of F, hybrids. Therefore, we established an SSR-PCR rapid detection system
for peanut identification by modifying Thomson's one-step protocol to prepare DNA template, which was applied
to identify the authenticity of peanut F, hybrids. The results showed that DNA templates extracted from Thomson's
one-step protocol and modified Thomson's one-step protocol were able to generate sharp bands. Peanut DNA
prepared by the modified protocol stored at 4°C for almost a month was still fresh and working well, whereas
peanut DNA prepared by Thomson's was completely degraded only staying a day at 4°C. The authenticity of F,
hybrid combinations in this study were identified to be 38%~56%, the results further indicated that hybrid rates
should be differences among different parents, even one pair parents for reciprocal cross. Therefore, we thought
that using SSR markers to identify the authenticity of peanut hybrid might be great potential in future.
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Table 1 The identifying results of the authenticity among peanut hybrid F,
F,
F, conbination Number of hybrids Number of true hybrids
SSR
Field investigation SSR identification
101x 100 47 47
Yueyou 101xYaxianxiaoli
X 101 100 38 38
YaxianxiaolixYueyou 101
223x 71 100 75 56
Yueyou 223xShanyou71
71x 223 100 58 54
Shanyou71xYueyou 223
13x 20 100 53
Yueyou 13xYueyou 20 Indeterminable
20x 13 100 54
Yueyou 20xYueyou 13 Indeterminable
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