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Effect of FGFla (fibroblast growth factor 1a) Gene on Mirror Carp Scale
Development
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Abstract Fibroblast growth factor 1a (FGF1a), an important class of growth factor, plays an important role in the
process of cell development. The full length CDS of FGFla gene was obtained using the specific primers designed
refer to the common carp FGFla EST sequence in our genome dataset. The FGFla protein of common carp
comprised of 146 amino acids, along with a receptor binding site. After sequence alignments among several
species, the FGFla from common carp is found to share the highest similarity. However, the similarities among the
common carp and the human, mouse, xenopus and chicken are lower. The FGF1la in common carp was found to
express specifically in developing scale tissues by RNA in situ hybridization, while it was also observed in the
tissues of tail and the dorsal or ventral fins. All of these results provide us with the vital roles of FGFIla gene in
earlier development of scales and fins.
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Figure 1 Multiple sequence alignment among several varieties
Note: The receptor binding site is in red bracket; The grey region
means 100% of identity; The red and green regions mean over
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Figure 2 Hylogenetic analysis of carp FGFIa with other varieties
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PF1.Forward 5'-3' CGCAGCTTCAGCATTATCAC 57.80 50.0
PR1.Reverse 5'-3' CCACCTGTCGAGGGAGAAAG 61.90 60.0
PF2.Forward 5'-3' GCTTCAGCATTATCACCCGT 57.80 50.0
PR2.Reverse 5'-3' GAGGGAGAAAGAAGATCGCC 59.85 55.0
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