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Abstract For the study of genetic differences of Betaphycus gelatinae in different areas, we have comparatively
analyzed the genetic diversity of B. gelatinae in Eucheuma reserve. The results showed that there were 5 SSR
primers amplified with target bands. The numbers of observed and effective alleles were 3.4 and 2.00 6. Average
gene heterozygosity was 0.489 1. The mean expected heterozygosity equaled 0.532 0. The observed heterozygosity
was 0.623 3. Shannon information index is between 0.663 8~0.989 6. Genetic differentiation in 4 populations was
20.39%. About 79.61% of genetic variation was attributed within populations. The above results show that there are
differences between B. gelatinae population.
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Note: The number of B. gelatinae: 1~9: Chaotanbi; 10~18: Tong-
guling; 19~27: Sangengshi; 28~36: Ocun
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Table 1 Summary of F-statistics and gene flow for all loci (2012) EST-SSR
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Table 2 Genetic differentiation between B. gelatinae resources by EST-SSR analysis
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