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Abstract DIXDC1 (Dishevelled-Axin domain containing 1) was a newly discovered member of Wnt signaling pathway, however,
it was rarely reported for the gene function research. In this survey, the structure and function of DIXDC1 protein were analyzed by
bioinformatics methods, including physical and chemical properties, the subcellular position, transmembrane region, signal peptide,
secondary structure and super secondary structure, protein interaction networks and evolutionary tree. The results showed that human
DIXDCL protein was acidic and hydrophilic, without transmembrane region and signal peptide, and it likely located in the nucleus
and cytoplasm. The main secondary structure element was alpha helix, belonged to CH and DIX protein superfamily. The results
provide certain references for further research on DIXDC1 function.
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MRNA %
Transcript ID

EA S
Protein ID

NM_001037954.3
XM_011543046.1
XM_011543045.1
XM_005277728.3
XM_005277727.3
XM_005277726.3
NM_033425.4

NM_001278542.1

NP_001033043.1
XP_011541348.1
XP_011541347.1
XP_005277785.1
XP_005277784.1
XP_005277783.1
NP_219493.1

NP_001265471.1
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Figure 1 Hydrophilic-hydrophobic analysis of DIXDC1
protein
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Figure 2 Signal peptides analysis of DIXDC1
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Figure 4 Functional domains analysis of DIXDC1
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Figure 5 Protein-protein interaction network for DIXDC1
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Figure 6 The phylogenetic tree of human DIXDC1 protein
and its homologous sequences
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Figure 7 Alignment of conserved sequences of DIXDCL1 in different species
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