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Abstract To verify the promoter activity of the MyoD  gene by cloning promoter from the Guanling cattle, ac-
cording to the MyoD  gene sequence of cattle in GenBank, the PCR primers were designed. The gene promoter was
amplified by using PCR technology to construct the recombinant cloning vector pUCmT-MyoD , and then identi-
fied the positive clones by the PCR amplifying, restriction enzymes analysis and bioinformatics analysis. The report
plasmid pGL3-MyoD was constructed and transfected into the C2C12 and 3T3-L1 cells of mouse to detect the du-
al luciferase activity after 24 hours. We obtained the promoter of MyoD  was obtained, and its sequence length was
993 bp. The report plasmid of MyoD gene promoter was constructed successfully. The expression of pGL3-MyoD
was 40.65 times of pGL3 empty vector in mouse C2C12 cell, and was 1.13 times in 3T3-L1 cell through the
method of relative activity of luciferase, which indicated that the expression of MyoD) ~gene promoter in C2C12 cell
was higher than that of 3T3-L1 cell in mouse (** p<0.01). The results showed that the MyoD  gene promoter of
Guanling cattle contains the promoter activity and can specifically express in skeletal muscle cells.
Keywords MyoD genes, Promoter, Luciferase, C2C12, 3T3-L1
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Figure 7 The result of relative luciferase activities of pGL3-Basic
-MyoD -promoter in C2C12, 3T3-L1 cell line
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Figure 8 The analysis of transcription factor binding sites of the MyoD) promoter
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Figure 9 Alignment of nucleotide sequence for MyoD promoter of guanling cattle with those of Ovis aries, Sus scrofa, Ceratotherium,

Orcinus by Clustal X
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Figure 10 Analysis of phylogenic tree of MyoD  promoter of

guanling cattle
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