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Tao Yao ' Wang Yu ' Wu Linmin ' Xie Lijuan ' Nie Yaping ! Zhong Sirong ' Zhou Wei > Wang
Jiange * Liu Qiyuan

1 Key Laboratory of Crop Physiology, Ecology and Genetic Breeding, Ministry of Education, Key Laboratory of Crop Physiology, Ecology and Genetic
Breeding of Jiangxi Province, College of Agronomy, Jiangxi Agricultural University, Nanchang, 330045; 2 Hunan Provincial Key Laboratory for Biology
and Control of Plant Diseases and Insect Pests, College of Bio-safety Science and Technology, Hunan Agricultural University, Changsha, 410128; 3 Agri-
cultural committee of Guizhou province Qianxinanzhou, Xingyi, 562400; 4 College of Landscape Architecture and Art, Jiangxi Agricultural University,
Nanchang, 330045

* Corresponding author, qiyuanl@126.com

DOI: 10.13417/j.gab.035.001464

Abstract To research the correlation between subunit gene orfB of F-ATPase and plant male sterility, three
different species of tobacco male sterility lines (MS Zhongyan90, MS Yunyan85, MS K326) and their correspon-
ding maintainer lines were worked as tested materials in the experiment. Extracting the total DNA of the bud, the
experiment used PCR specific primer to amplify target gene orfB. What's more, sequencing and contrastive
analysis were carried out to the target gene. The results showed: orfB gene sequences of maintainer lines were on
all fours in the three tested materials, and they were consistent with orfB gene sequences of tobacco that were
included in the GenBank database. As well, target gene sequences of male sterility lines were in full accord, but at
the side of the maintainer lines, the 363 base sites in orfB gene sequence of male sterility lines were changed, in
particular, the change of base A—C site turned Lue (leccine) that was encoded by the codon in 363 base site into
Phe (phenylalanine). Therefore, it can infer that tobacco orfB gene may be connected with the form of cytoplasmic
male sterility in tobacco.
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