Jisuan Fenzi Shengwu (Online), 2012, Vol.1, 71-77

TR TEM(MERR), 2012 4, 2 1 %, 2 7177 1L ({
http://cmb.5th.sophiapublisher.com

ik 5 RS

Review and Progress

CDRH: ARRZRFIAHR BAGIAREIE

Ruijie Zhang™, Yongshuai Jiang™, Hongchao Lv™, Xuehong Zhang™, Peng Sun™, Yan zhang™, Jin Li™,
Mingming Zhang”™, Zhenwei Shang™, Xia Li"™
WERIEEERLR S, AE BR S SRR 220, Wh/RIE, 150086
I @ RE# zhangruijie2013@gmail.com; B %
TR TAY, 2012 4, 5145, 5 10 & doi: 10.5376/cmb.cn.2012.01.0010
Yk 1. 2012 4 12 A 01 H
3 HA: 2012 4512 A 01 H
RFEHY: 2012412 A 02 H
RS YR BADE S0 R e 1E Computational Molecular Biology . BUAK 3BT A ASZALIIYF AT #, SR Creative Commons Attribution License #i8% H
BEATHAL, A IR R SR . REXEEAS 5, BBUTA N SCVFIF RIS =7 TEA AT 5 50 o i SRS xd b S0 SCBR ARAT B3
T LA S S A .
AT R

Zhang et al., 2011, CDRH: A Database of Complex Disease-related Haplotypes in Human, Computational Molecular Biology, Vol.1, No.3 12-19 (doi:
10.5376/cmb.2011.01.001)

W OE 2w UL DNA 8 R 44 (AR A) 18 53 1] R S BN 52 2% 005 (1) 5l 75 53 (R AR JEL IR 72 R K
5 J A SR B A R YR T TS T B . SR, X SRR PR AN F B SCEk, SEUE SR A K. R,
BAVTFR T NG AR A AR A5 5 (CDRH) . B H BTN LE, D&M 274 R SCHFAHREL T A2k 1 125 M EAEE,
W R 114 PR 2B AU, 2 BOREIR IR ST R o AT ARISSCIRG , TRATRAE T 6 T B 5 AR B 11 4N
HR. A, FAVEES T SR B AN L E R SNPCRI/E )M B R, UMEdE—S 0. @l — A H RS %
BFE, AT DUBIE R 2 FR, FERAFR, Yt iA%el SNP ID(rs# )& CDRH. HA1% 2 CDRH # =5 FATM 845
PRI, FEOEE AT Rk 5 T s 1) 8 4 s XURG: 22 8] R R IO 70 . CDRH £G4 & 7T M hittp://bioinfo.hrbmu.edu.cn/cdrh 4:%%
IRHEL

KHEIR]  CDRH; ik, HA0

CDRH: A Database of Complex Disease-related Haplotypes in Human

Ruijie Zhangm, Yongshuai JiangB, Hongchao Lv™ Xuehong ZhangB, Peng sun™, Yan ZhangB, Jin L™,
Mingming ZhangH, Zhenwei ShangB, Xia Li™

MR RNR S, AEE BR 2 SRR F 0, /R, 150086

= Corresponding author, xmin@ysu.edu; = Authors

Abstract Many common variations in DNA sequences and their specific combinations (haplotypes) may be the underlying
causes of differences in individual susceptibility to complex diseases. Great progress has been made in accumulating abundant
resources relating to complex disease-related haplotypes. However, these resources are scattered among different literature, resulting
in reduced utilization of the information. Therefore, we developed a database of complex disease-related haplotypes in human
(CDRH). To date, a total of 1 125 haplotypes involved in 114 complex diseases, such as breast cancer, type 2 diabetes, and
rheumatoid arthritis, have been manually extracted from 274 papers. After careful review of the literature, we obtained detailed
information on haplotypes and diseases. Furthermore, we integrated gene- and SNP- (and/or microsatellite-) related information from
external databases to facilitate further analysis. Via a user-friendly interface, users can query the CDRH by disease name, gene name,
chromosome number, or SNP ID (rs#). We hope that CDRH will enrich our knowledge of haplotypes and promote research into the
relationship between haplotypes and heritable risk for complex diseases. The CDRH database is freely available at

http://bioinfo.hrbmu.edu.cn/cdrh.
Keywords CDRH; Haplotypes; Complex diseases
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Figure 1 The results of searching by ‘colorectal cancer’

Note: (a) Searching with ‘colorectal cancer’. (b) Searching with ‘colorectal cancer’ and ‘chromosome 7°. (¢) The list of results
retrieved by searching with ‘colorectal cancer’. (d) The download page of retrieved results. (e) The detailed information obtained by
clicking the hyperlink of the gene symbol ‘ABCB1’. (f) The description of the ‘Slovenia population’. (g) Detailed information
obtained by clicking the hyperlink for haplotype ‘TT’. (h) All the other haplotypes defined by the same SNPs in the same study
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Figure 2 The chromosomal distribution of complex
disease-related haplotypes and genes in the CDRH database
Note: MT; mitochondrion. (a) Histogram of the number of
complex disease-related haplotypes on each chromosome. (b)
Histogram of the number of complex disease-related genes on
each chromosome
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Table 2 The statistical information of the top six complex diseases in the CDRH database

Disease name Haplotypes (n)  SNP/micro? (n)  References (n)  Populations (n) ~ Genes (n)  Chr. num.P
Type 1 diabetes mellitus 247 147 15 15 17 4
Multiple sclerosis 64 81 16 15 15 4
Bipolar disorder 58 30 2 2 2 2
Schizophrenia 57 49 8 9 8 8
Age-related macular degeneration 48 61 12 13 13 5
Rheumatoid arthritis 40 58 11 12 12 6

VE: SNP/micro: B R 2 MMM R 2 ; CHR. Num: B2 k% H
Note: SNP/micro: SNPs and microsatellites; Chr. Num: chromsome number
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