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Abstract Biological databases play a central role in bioinformatics. They offer scientists the opportunity to access a wide variety
of biologically data centrally. In present days molecular data are available for many plant species which can be analyzed in relation
to taxonomic or evolutionary or affinity context for different plant species. Authors have tried to generate preliminary
Bioinformatics data for Leguminosae family species. As much as possible of a particular type of information should be available in
one plat form. In short we have made a database which includes all information of Leguminosae family which are found in Gujarat
state of India, which contains Botanical information of each species and Bioinformatics information with analysis at one platform.
The creation of such kind of database is reflection of interdisciplinary approach for current era where bioinformatics can play major
role for botanical database. Which is further extended by developing bioinformatics database and placed all such relevant

information on a wide platform for community in general as well as for scientific society in particular.
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Table 1 Information of Distribution of Leguminosae family

Kutch 25
Saurashtra 60
North Gujarat 25
Central Gujarat 61
South Gujarat 82

Other Region (Throughout) 115
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Table 2 Information of Leguminobase tool

Fabaceae (Papilionaceae) 104 67 15
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