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Abstract The genetic diversity of cultured stocks of Syrmaticus humiae has been studied by RAPD technique. 24 individuals DNA
were used for genetics analysis and 14 of 50 random primers have been selected for PCR amplification. Among the amplified 119
loci, 98 loci were polymorphic which occupied 82.35% in total. The molecular weights were from 0.2 kb to 3 kb. The genetic
distance among 24 individuals ranged from 0.159 7 to 0.487 4 and the average genetic distance was 0.281 0. After the dendrogram
was constructed by NTsys 2.10e software, the 24 individuals of Syrmaticus humiae could be separated into 3 major clusters. In
conclusion, there are higher genetic diversity and differentiation of Syrmaticus humiae in captivity population.
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Table 1 14 primers squences and the results of RAPD
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Figure 1 Electrophoretogram of typical RAPD band patterns
produced by S1407 primers with 24 individuals of Syrmaticus
humiae
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M NTsys 2.10e #4700 47, 3 BIKE
HE 24 HAMARRBEFE B P EAEFE(R 2). [EEHA
AME P AETE 0.159 7~0.487 4 JuEl 2 N . K4
24 HASIK R HE A 2 (AR LG R iR 4 SRR K
(B 2). P AR I8 L FE S 0.281 0,
BT Wi F B A A AR URE FE 9 0.719 0
2 "B

T RAPD HiREBA RUFH 73 #£ % (Welsh and
Mclelland, 1990; Williams et al., 1990), #&#E % &
RF MR 1 RIK RHER LA 7K. BT
KRR YL FE 58 0.281 0, BV A

5191 SIPIIEFF 51(53) T L AR ZEH ()
Primers Primer sequence (5-3") Total number of Number of Percentage of polymorphic
bands polymorphic bands  bands (%)
S92 CAGCTCACGA 9 7 77.78
S93 CTCTCCGCCA 6 4 66.67
S103 AGACGTCCAC 8 6 75.00
S104 GGAAGTCGCC 7 6 85.71
S105 AGTCGTCCCC 6 5 83.33
S1181 GGCAGGTGGA 8 7 87.50
S1186 ACGGATCCCC 10 8 80.00
S1345 TCGCTGCGTT 8 5 62.50
S1348 AGGCTTCCCT 11 10 90.91
S1402 GGAAACCCCT 10 10 100.00
S1404 GGCACGCGTT 12 11 91.67
S1406 GTGGCTTGGA 8 6 75.00
S1407 GTAAACCGCC 9 8 88.89
S1409 GGGCGACTAC 7 5 71.43
Bat 119 98 82.35
Total
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Table 2 The genetic identity and genetic distances of 24 individuals of Syrmaticus humiae based on RAPD data

ID 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24
1 raEk 0.7731 0.7479 0.7983 0.7479 0.7227 0.6218 0.7479 0.7227 0.7227 0.7143 0.7059 0.7311 0.7563 0.7395 0.7815 0.7059 0.6975 0.7143 0.6975 0.7563 0.7563 0.7899 0.7815
2 0.2269 Rk 0.7395 0.7899 0.7395 0.7479 0.6303 0.7059 0.7647 0.7815 0.7227 0.7479 0.6891 0.7647 0.7311 0.7563 0.7143 0.6218 0.7059 0.7731 0.7479 0.7647 0.7311 0.7059
3 0.2521 0.2605 ik 0.8151 0.6975 0.7731 0.6050 0.7815 0.7395 0.7899 0.7479 0.7227 0.6303 0.7059 0.7395 0.7815 0.7059 0.6471 0.7311 0.7143 0.7899 0.6891 0.7563 0.7311
4 0.2017 0.2101 0.1849 Frkk 0.7479 0.7395 0.6218 0.6807 0.7731 0.7731 0.7647 0.7227 0.7143 0.7059 0.7563 0.7311 0.6723 0.6134 0.6975 0.7815 0.7731 0.7563 0.7395 0.7311
5 0.2521 0.2605 0.3025 0.2521 ok 0.6723 0.5714 0.6471 0.7059 0.7227 0.7983 0.6891 0.7311 0.7059 0.7899 0.7311 0.6555 0.5798 0.7143 0.6975 0.7059 0.7227 0.7059 0.7479
6 0.2773 0.2521 0.2269 0.2605 0.3277 ok 0.6471 0.8067 0.7983 0.7647 0.7227 0.6807 0.7227 0.7815 0.6471 0.7563 0.7815 0.7059 0.7227 0.7059 0.7647 0.6639 0.6975 0.7059
7 0.3782 0.3697 0.3950 0.3782 0.4286 0.3529 ok 0.6218 0.6639 0.5966 0.5546 0.5630 0.5882 0.6303 0.5462 0.6050 0.6639 0.6555 0.5882 0.5882 0.5126 0.5798 0.6134 0.6050
8 0.2521 0.2941 0.2185 0.3193 0.3529 0.1933 0.3782 Ak 0.7731 0.7899 0.7479 0.7227 0.6807 0.7227 0.6555 0.7647 0.7395 0.7311 0.6975 0.6975 0.7563 0.7059 0.7059 0.7143
9 0.2773 0.2353 0.2605 0.2269 0.2941 0.2017 0.3361 0.2269 ok 0.7983 0.7731 0.7311 0.7395 0.7647 0.6807 0.8067 0.7479 0.7227 0.6891 0.7731 0.7311 0.7311 0.6975 0.7899
10 0.2773 0.2185 0.2101 0.2269 0.2773 0.2353 0.4034 0.2101 0.2017 kR 0.8403 0.7647 0.7227 0.7479 0.7143 0.7899 0.6975 0.6891 0.7059 0.7731 0.7647 0.7311 0.7479 0.7395
11 0.2857 0.2773 0.2521 0.2353 0.2017 0.2773 0.4454 0.2521 0.2269 0.1597 Ak 0.7731 0.7647 0.7059 0.7395 0.7815 0.6555 0.6471 0.6471 0.7647 0.7563 0.7059 0.7395 0.7983
12 0.2941 0.2521 0.2773 0.2773 0.3109 03193 0.4370 0.2773 0.2689 0.2353 0.2269 kR 0.7395 0.7311 0.6975 0.7731 0.6807 0.6387 0.7227 0.7899 0.7983 0.7479 0.6975 0.7563
13 0.2689 0.3109 0.3697 0.2857 0.2689 0.2773 04118 0.3193 0.2605 0.2773 0.2353 0.2605 Rk 0.7899 0.6891 0.7647 0.7059 0.7143 0.7311 0.7311 0.7059 0.6891 0.6555 0.7311
14 0.2437 0.2353 0.2941 0.2941 0.2941 0.2185 0.3697 0.2773 0.2353 0.2521 0.2941 0.2689 0.2101 ok 0.6639 0.7563 0.7983 0.7395 0.7563 0.7563 0.7143 0.7311 0.6471 0.6891
15 0.2605 0.2689 0.2605 0.2437 0.2101 0.3529 0.4538 0.3445 03193 0.2857 0.2605 0.3025 0.3109 0.3361 kR 0.7395 0.6639 0.5714 0.6891 0.7059 0.7815 0.7143 0.7815 0.7395
16 0.2185 0.2437 0.2185 0.2689 0.2689 0.2437 0.3950 0.2353 0.1933 0.2101 0.2185 0.2269 0.2353 0.2437 0.2605 ko 0.7563 0.7143 0.7647 0.7311 0.8067 0.7227 0.7563 0.8151
17 0.2941 0.2857 0.2941 0.3277 0.3445 0.2185 0.3361 0.2605 0.2521 0.3025 0.3445 0.3193 0.2941 0.2017 0.3361 0.2437 ok 0.7563 0.7731 0.6723 0.6975 0.7815 0.6807 0.6891
18 0.3025 0.3782 0.3529 0.3866 0.4202 0.2941 0.3445 0.2689 0.2773 0.3109 0.3529 0.3613 0.2857 0.2605 0.4286 0.2857 0.2437 ik 0.7311 0.6303 0.6555 0.6723 0.6387 0.6807
19 0.2857 0.2941 0.2689 0.3025 0.2857 0.2773 04118 0.3025 0.3109 0.2941 0.3529 0.2773 0.2689 0.2437 0.3109 0.2353 0.2269 0.2689 ko 0.6807 0.7395 0.6723 0.6723 0.6807
20 0.3025 0.2269 0.2857 0.2185 0.3025 0.2941 04118 0.3025 0.2269 0.2269 0.2353 0.2101 0.2689 0.2437 0.2941 0.2689 0.3277 0.3697 0.3193 kR 0.7731 0.7227 0.7059 0.7311
21 0.2437 0.2521 0.2101 0.2269 0.2941 0.2353 0.4874 0.2437 0.2689 0.2353 0.2437 0.2017 0.2941 0.2857 0.2185 0.1933 0.3025 0.3445 0.2605 0.2269 ik 0.7479 0.7479 0.7731
22 0.2437 0.2353 0.3109 0.2437 0.2773 0.3361 0.4202 0.2941 0.2689 0.2689 0.2941 0.2521 0.3109 0.2689 0.2857 0.2773 0.2185 0.3277 0.3277 0.2773 0.2521 ok 0.7647 0.7395
23 0.2101 0.2689 0.2437 0.2605 0.2941 0.3025 0.3866 0.2941 0.3025 0.2521 0.2605 0.3025 0.3445 0.3529 0.2185 0.2437 03193 0.3613 0.3277 0.2941 0.2521 0.2353 ok 0.8067
24 0.2185 0.2941 0.2689 0.2689 0.2521 0.2941 0.3950 0.2857 0.2101 0.2605 0.2017 0.2437 0.2689 0.3109 0.2605 0.1849 0.3109 0.3193 0.3193 0.2689 0.2269 0.2605 0.1933 ik

e B IURSL(b); BALHEE(T)

Note: Genetic identity (above diagonal) and genetic distance (below diagonal)

25



HHEATAEMFEIR), 2012 75, 5135, H 45, #2328 1

Jisuan Fenzi Shengwuxue (Online), 2012, Vol.1, No.4, 23-28
http://cmb.5th.sophiapublisher.com

(¢

2 IR HE 24 NAMAZ AR B R R 7 SCREIE
Figure 2 The dendrogram of the 24 individuals of Syrmaticus
humiae
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0.798 1~0.868 5 (XI5, 1999), T H & 22 M5 (1K) AN 7]
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AR, 2002; T KT, 2004). BN 1.5 mL &0
o, N 400 L DNA $2HZ213(10 mmol/L Tris-HCl,
pH 8.0; 2 mmol/L EDTA, pH 8.0; 400 mmol/L NaCl;
1% SDS). FFE S BIR S S, AN 10 L FIEA
filf K (20 g/L)iE~), 55°CiHAL 3~4 h (5 20 min FUf)7E
A7) I 10 uL RNase (10 /L), 37°C7K¥# 40~60 min.
HIA 300 uL 6 mol/L NaCl, 78404z 21, 12 000 r/min
20 30 min, HU ISR IR, B
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3.3 RAPD-PCR ¥ 1 [z

FEARFN 25 pl ) PCR SONAK £, Hird K
MANRALEF7K 12 uLs % 2.5 pL 10xBuffer 2.5 pLs;
250 pmol/L dNTP 2.5 uL; 1 mmol/L MgCl, 2.5 pL;
2.5U Taq 2 pL; 0.1 pmol/L 5[4 1.5 uL; 25 ng DNA
2 uL,

PCR X B2k TAZE(94°C 5 min); A21E
(94°C 1 min); iE K (40°C 1 min), ZE{#(72°C 1.5 min),
SLAEFE 45 ks I et — B EH(72°C 10 min).

TE 1 %I ARFE e BT PCR 473 =4 HE 4T Fa vk
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34 - TFHEILFKE T

HRHE PCR 938 Wi B ik 45 2R, X £EAH [F] (1)1
R EHI SR EIBEATIRS, IR, R
HELEAE <07, H AR B0 A1 1Y iR 46 R
(Wang et al., 1997). FXEEAS 51 P9 58 1 s Bor
ZAME RO T A . B R R R AR IR
HASEY R (UPMGA %), BT AN
KARARE . H A Lot H AT BB R AR
TERE AL 2 PRI R .

ANARTE R AE AR L F: F=2Nxy/( Nx+Ny),
A, Nx Al Ny 70 a4k x Ay B 8555280, Nxy
e MA Nx Ml Ny 348, SHEEEES d=1-F
(Lynch, 1990).
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