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Abstract Bacillus thuringiensis commonly contains 1 to 10 plasmids with different molecular weights ranging from 10 Kb to more
than 600 Kb. The characteristic plasmid profile of Bt strain is an important basis for distinguishing Bt strains. It is very hard to
separate plasmid DNAs with molecular mass greater than 25 Kb by using conventional gel electrophoresis method, whereas the
pulsed field gel electrophoresis (PFGE) is one of the more ideal methods for separating and identifying the plasmid profiles. The
principle of PFGE relies on taking advantage of regular changes in direction and size of electric field which enable the separation of
high molecular weight DNAs. We proposed the experimental protocol based on the separation and identification of plasmids in 10 Bt
strains. Ideal experimental results regarding the number and size of plasmids as well as the isolation of single large plasmid were
achieved using PFGE protocol.
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(1) LB 577 500 7 M il 4% 2 [ Zhou 55(Zhou et al.,
2013).

(2) Solution A: 2 M Nacl 50 mL, 100 mM Tris-cl
(pH 7.5)50 mL

(3) Solution B: 10 mM EDTA(pH 8.0); 25 mM
Tris-cl (pH 8.0); 2% Lysozyme; 75 pg/mL RNAase

(4) ESP: 0.5 M EDTA (pH 8.0); 1% SLS; 1 mg/mL
HEAMK

(5) TE (% 1 mM PMSF): 10 mM Tris-cl (pH 7.5); 1
mM EDTA (pH 8.0); 1 mM PMSF

(6) TE: 10 mM Tris-cl (pH 7.5); 1 mM EDTA (pH
8.0)

(7) 10 mM PMSF: 1 mg PMSF ¥ T 1mL 55
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OAE)-

(8) 10x TBE Buffer: 108 g Tris fifi; 55 g WiF&;
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74: M: ADNA ladder; 1: HD-1; 2: 3136-1; 3: 2160-1; 4:
3173-2; 5: 1023-1; 6: 2179-1; 7: 3012-2; 8: 3031-3; 9:
2480-1; 10: Bti; Com.: DNA JE 4 [X 15

Figure 1 PFGE banding patterns of megaplasmid from ten
tested B.thuringiensis strains

Note: M: ADNA ladder; 1: HD-1; 2: 3136-1; 3: 2160-1; 4:
3173-2; 5: 1023-1; 6: 2179-1; 7: 3012-2; 8: 3031-3; 9:
2480-1; 10: Bti; Com.: Compression zone for DNA
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