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Abstract Citrus is one of the most important fruits in the world. With the expansion of the planting area of citrus, citrus diseases
are worsening more and more. Breeding disease resistant variety is considered the fundamental way to solve this problem. Resistance
gene analog sequences can provide genetic resources for breeding disease resistant varieties. This paper comprehensively introduced
the research progress of the citrus RGA obtained by PCR amplification, and proposed a simple and effective way by means of
bioinformatics to obtain citrus RGA, and also discussed the prospect of citrus RGA application.
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AFe, LR, T HK 15 8E 25T FTE A B
AT 55 (2004) 42 HUFE R F A AE A1 1 S RNA, @it
WS A AL cDNA, MR¥E R R 4a i ¥ 5 (1R
NBS fRF &5 i3 it 2 2 Wi 9F 514, I cDNA i
TP, K15 K/NZ10A 500 bp () PCR 774, Xti%E
= ATRG YA, TS BN R R A e 12
A AT T I T o 38 I A R B o i R B
Hri g 10 M BJET NBS-LRR 26 RGA, 5E4!
TP R DRAH R X B ) & BE R T 4 11 [0 9 14 Sy
11.5%~47.1%.

H 1T, LA SR A% RGA #i 281 PCR Y™
BRI o KRR OTIE A 2L R 41 HLE [
P RIIIFI R L BOE R, EA R Z A RAGET
AR RGAs. S KB I 5 5 A A7
RGA i FL i 75 2

2 B4R FE R ZE TN AE RGA

BEE BRI 2 S ARG B R &, YR
(1) EST FAUAHLkE A A, I H—Led LR 4y
e R TR FERS % (data mining) 572, Bl
M EST BRI H I 7 o oF] A (5 B2 T B 3R
RGAs, ] LIS ZARh &SN AL RIE RGA. %7
PR RO, (R, R R FEH A SO,
CE K E (5RALAEE, 2009). H 7 (Rossi et al., 2003).
/NF (Dilbirligi and Gill, 2003). Tk (Xiao et al., 2006)-.
KA (H KR, 2006; Wang et al., 2005)=5 /4 _E %2
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