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Abstract Phosphorus (P) was an essential macronutrient for plant growth and development. High-efficient utilization of P-nut-
rition in plant was closely related to many factors, such as root morphology, root exudates, P-transportors across plasmalemma,
P-translocation and symbiosis with microorganisms and so on. These nutritional properties were genetically controlled by
multi-genes and characterized by quantitative trait loci (QTLs). In this study, a line with tolerance to low P was selected based on the
identification of previous work. Backcross introgression lines (BIL) population with low-phosphorus materials were used for
preliminary mapping by using 230 pairs of SSR and InDel primers. The results showed that two loci were associated with P
utilization efficiency and mapped between the markers of InDel520 and InDel529 on the chromosome 5 and InDel703 and InDel717
on the chromosome 7, respectively. The locus on the chromosome 5 was co-segregated with the InDel525, about 900 kb physical
distance, wher eas the locus on the chromosome 7 was co-segregated with the InDel713, approximately 1 400 kb physical distance.

Keywords Rice; High-efficient phosphorus utilization; Near-isogene introgression lines; Gene mapping
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Figure 1 Selection of polymorphic markers in parents
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Figure 2 Electrophoresis of primary mapping for OsPe5 and OsPe7
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Figure 3 The linkage map of OsPe5 and OsPe7
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Figure 6 Field phenotype of material tolerance to low-P
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