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Abstract
“Yongzha No.3’, were established using SSR molecular markers, compared with the similar type of mustard tuber cultivars ‘Xianzha
No.1” and ‘Yuyao suotouzhong’. Six SSR markers (S8005/8006, S8021/8022, S8051/8052, S8071/8072, S8125/8126 and
S8159/8160) were identified from 90 mustard tuber SSR primers, which generated six polymorphic loci. These SSR markers showed

The fingerprinting of a series of Yongzha mustard tuber varieties, including ‘Yongzha No.1’, “Yongzha No.2’, and

that the polymorphism ratio of mustard tuber varieties tested were 6.67%. The fingerprinting of “Yongzha No.1’, ‘Yongzha No.2’,
“Yongzha No.3’, ‘Xianzha No.1’ and ‘Yuyao suotouzhong’ established by the six polymorphism loci were 1-0-1-1-0-1,
0-1-1-1-0-0, 0-1-1-0-1-0, 1-0—0—-1-0-0 and 0-1-1-0-0-0. Three new mustard tuber cultivars and two checks could be identified
each other by the fingerprinting results with high resolution (1/4851495000).
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Figure 1 SSR amplification of 'Yongzha No.1', "Yongzha No.2', 'Yongzha No.3', ‘Xianzha No.1” and ‘Yuyao suotouzhong’

Note: M: 50 bp DNA ladder marker; 1: ‘Xianzha No.1’; 2: “Yuyao suotouzhong’; 3: "Yongzha No.1"; 4: "Yongzha No.2"; 5: ‘Yongzha
No.3’; Black arrow: Polymorphic fragments of 1~5; A: S8005/8006; B: S8021/8022; C: S8051/8052; D: S8071/8072; E: S8125/8126;

F: S8159/8160
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Table 1 Code, name, and SSR fingerprinting of mustard tuber varieties

Gi's AL GRS SRR R ZER B B LS REkEESKAY RS BA2S BM3 S
Code Loci Primer name and Xianzha Yuyao Yongzha Yongzha Yongzha
(Allelic/Polymorphic)  polymorphic size No.1 suotouzhong No.1 No.2 No.3

1 9/1 S8005/8006-180 bp 1 0 1 0 0

2 5/1 S8021/8022-80 bp 0 1 0 1 1

3 10/1 S8051/8052-110 bp 0 1 1 1 1

4 11/1 S8071/8072-300 bp 1 0 1 1 0

5 10/1 S8125/8126-120 bp 0 0 0 0 1

6 8/1 S8159/8160-180 bp 0 0 1 0 0
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