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Abstract In order to identify the purity of recessive GMS line, twenty pairs of SSR primers were used to select twenty four
recessive GMS two-types line NAB-2 and theirs DH lines in brassica napus L. Eighteen pairs of primers had polymorphism between
NAB-2 and DH lines, totally thirty polymorphic loci, six pairs of primers can distinguish them obviously. In the DH lines, eighteen
lines are homozygous, the other six plants are some differences with them in polymorphism. The result shows that DH line could
better reflect the genetic homozygous status of donor parents and provide basis for selection of reliable materials in follow-up
experiment.
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Figure 1 Microspore culture plants of NAB-2 Brassica napus
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Table 1 The primer alignment and amplified results of SSR analysis

TR A i ERG14) Bl 514 EZ S ERiH
Number Name Forward primer reverse primer polymorphism
325 CB10022 5'-AACAACCAAACATAGTCCC-3' 5'-GTTGACTTTGACCTTGACTT-3' 2
390 CB10364 5-GAGACGATGCAAAGATCG-3' 5'-TGCAGACACATTCGAACA-3' 2
391 CB10369 5'-CATTCACAGGACCAGAGC-3' 5'-CAAAGCCAAGACAACCAT-3' 1
599 $S2331B 5-TGTCCTGTTTTCTGTGCTGG-3'  5-GCCAACGCTAGTTTTGCTTC-3' 3
621 sN11516 5°’-GCGATCTCCTCAGGCATAGT-3' 5'-CCACGCAAGCTGAAACATAA-3' 2
624 SNRDO3 5-GAAGATTCGAGCTCTTTCGG-3' 5-CGTTTCAGAATCATATTGTATTTTGCT 2
_3'
625 SORF73 5'-CGTGGGCCAAGCTTAGATTA-3'  5-CGTTCAAGAAGACACAGATCAAA-3 2
626 sN12353 5'-CCGGCTTGGTTCGATACTTA-3' 5-TTGCGAATCTTTAAGGGACG-3' 2
627 sR9222 5'-CACCGAACAAAACTGAGGGT-3' 5-CGTTTCACTGCGTTCTACCA-3' 2
639 sR7223 5'-AGGACCCGACTTTCCTTGTT-3' 5-ACCAAACTCGGCGTACAAAT-3' 1
650 sR9447 5-AAATTCGAAAATGCAAACGG-3' 5-CCAATCTTGGAACAATAGAAGATG-3' 2
652 sR9251] 5'-TCTCCAGTACGGGGAAGAGA-3' 5-CAAAGAAGCCATGTGTGGAA-3' 2
653 sR12777 5'-CAAGCAGTTTAAGGAACCGC-3' 5-ATAATTGCATTTTGCTCCGC-3' 2
697 BRMSO071 5'-CAAAGCGAGAAAGTGCAGTTGA 5-TCCACGAAACTACTGCAGATTGAAA- 2
GAG-3' 3

788 cnu_ssr050  5'-AGCCCAAGCTCGTATTCCTT-3' 5-AAAATCGGGACAACCACCTA-3' 0
792 cnu_ssr090  5-GCAAAGATCGGCGAAGAAGA-3' 5-TGCAGACACATTCGAACAAACA-3 0
799 KBRH139B23 5-ATCTCATGGTTGGTTCACCG-3' 5'-ATTTCCAAAACACACACGCA-3' 1
810 EJU4 5'-CACCTTATCATCTCTCTATCCC-3' 5-CCTCTGTTTCTCTCCTTGTG-3' 1
811 EJU5 5'-GGCACGTACATGGAGGATTC-3' 5-TGTTGGTCGAGCTGTTTCAG-3' 1
821 ENA19 5-AAGTTACCAAGGAGAGGACAG-3' 5-AAAGGGACGCTACAAGTCA-3' 1

M123456738

91011121314151617181920212223242526272829303

2 51821 7E DHAE MR Ik Ik A JS AR KR 0 %

TE: UKIE1,3,5,.. 45 ATRIRE T 2,4,6,...46, 48 Z IR IR AT A G
Figure 2 Amplified profile by SSR primer (821) between the DH plants and first-cousin cross offspring
Note: The offspring increased in odd path of electrophoresis from DH plants and in even path of electrophoresis from first-cousin
cross offspring

13233343536373839404142434445464748
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Figure 3 DNA mapping by SSR 625 primer between the DH plants and first-cousin cross offspring
Note: The offspring increased in odd path of electrophoresis from DH plants and in even path of electrophoresis from first-cousin

cross offspring
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Figure 4 Dendrogram for the plants of embryoid and the
first-cousin cross offspring based on SSR Markers
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22 RS

Table 2 Serial number of the materials

DH Hibk  HUKFTTEVKIE DH FHMOKUETY  HIVK TRk IE
DH plant  Serial number  ZhikAZ4H & Serial number
of electrophor- DH plant from of electrophor-

esis whose first-cousin esis
cross offspring

Dz01 1 DZz25 2

DZ02 3 DZ26 4

Dz03 5 Dz27 6

Dz04 7 Dz28 8

DZ05 9 DZz29 10
DZ06 11 DZ30 12
Dz07 13 Dz31 14
Dz08 15 DZz32 16
DZz09 17 DZ33 18
DZ10 19 Dz34 20
Dz11 21 Dz35 22
Dz12 23 DZ36 24
DZ13 25 Dz37 26
Dz14 27 DZz38 28
DZ15 29 DZz39 30
DZ16 31 DZz40 32
Dz17 33 Dz41 34
DZ18 35 Dz42 36
DZ19 37 Dz43 38
DZ20 39 Dz44 40
DZ21 41 Dz45 42
Dz22 43 DZ46 44
DZ23 45 Dz47 46
DZ24 47 Dz48 48
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