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Abstract

behavior , The leaf total genome DNA were extracted from parents and used for probes, then hybrid with progeny chromosomes with

In order to identify the wild exogenous chromosomes in sugarcane distant hybridization and analysis the genetic

single or bi-probes in the slide sample. The result showed that all these two methods can identify the wild exogenous chromosomes
in progeny, but, bi-probes hybridization make a facility way to difference the chromosomes between parents. There are 14~17 wild E.
Rockii Keng chromosomes and 37~41 Saccharun officinarum L. chromosomes were identified in progeny cells. It indicate that a
aneuploidy n+n gamete from parents inherit to hybrid. The karyotype analysis of the progeny showed that it has a karyotype formula
with 2n=54=18 m+38 sm, and belong to 2 B type. This research has an important meaning for furth development and utilization of
the wild E. Rockii Keng excellent gene.
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Figure 1 The result of GISH
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Table 1 Chromosome constitution in F, progeny

KA, AN 2n=54=16 m+38 sm.

rhIAn e
Metaphase cells

USERLS (§E|

Chromosome number

(E32) IS EREN

Somatic chromosomes

officinarum (female)

HE A Rl A R (BEAS)

Chromosome from saccharun

U 2 PR 5 Y LR (AL AS)
Chromosome from the wild erianthus

rockii (male)

1 55 40
2 54 37
3 55 40
4 54 39
5 54 40
6 56 39
7 55 40
8 54 39
9 54 39
10 56 41
11 54 39
AREL 54 39
Mode

15
17
15
15
14
17
15
15
15
15
15
15

B2 m g i & ez L ]

Figure 2 Metaphase cells and the karyogram of the fluorescence
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T, PR A0 BB L E 20~30 min, H 12
A0 e B T A B BR A LR, X BRI
NIRRT, R R . Ak, W
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B R K TR N, B T B2, g 2 A
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100 pL JRFC I 1 PG e v T K i A 4 TR A 23 8
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10 min, ZEA7850 i, REWRTAT KO, A
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eI e
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KH CTAB A HURCEAIE K2 & DNA KK
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FEIEPE 3 ¥R 3 min. F Vectashied $715¢ 63075 3t
Fla, TR Ziess AR ZOGEME F L, H
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